Equid herpesvirus 1 ORF33 gene for glycoprotein B, complete cds, strain: Kentucky D
GenBank: AB279609.1

EASTA Graphics

Go to:
LOCUS AB279609 2943 bp DNA linear VRL 14-JUN-2007

DEFINITION Equid herpesvirus 1 ORF33 gene for glycoprotein B, complete cds,
strain: Kentucky D.

ACCESSION AB279609

VERSION AB279609.1
KEYWORDS
SOURCE Equid alphaherpesvirus 1 (Equine herpesvirus 1)

ORGANISM Equid alphaherpesvirus 1

Viruses; Duplodnaviria; Heunggongvirae; Peploviricota;
Herviviricetes; Herpesvirales; Herpesviridae; Alphaherpesvirinae;
Varicellovirus.
REFERENCE 1
AUTHORS Ghanem,Y.M., Ibrahim,el.-S.M., Yamada,S., Matsumura,T.,
Osterrieder,N., Yamaguchi,T. and Fukushi, H.
TITLE Molecular Characterization of the Equine Herpesvirus 1 Strains
RacLll and Kentucky D
JOURNAL J. Vet. Med. Sci. 69 (5), 573-576 (2007)
PUBMED 17551238
REFERENCE 2 (bases 1 to 2943)
AUTHORS Fukushi,H. and Ghanem,Y.M.
TITLE Direct Submission

JOURNAL Submitted (22-0CT-2006) Hideto Fukushi, Gifu Univeristy, Faculty

of
Applied Biological Sciences; Yanagido 1-1, Gifu 501-1193, Japan
(E-mail:hfukushi@gifu-u.ac.jp, Tel:81582932946, Fax:81582932946)
FEATURES Location/Qualifiers

source 1..2943
/organism="Equid alphaherpesvirus 1"
/mol type="genomic DNA"
/strain="Kentucky D"
/db_xref="taxon:10326"
gene 1..2943
/gene="ORF33"
CDS 1..2943
/gene="ORF33"
/codon_start=1
/product="glycoprotein B"
/protein id="BAF43295.1"
/translation="MSSGCRSVGGSTWGNWRGDGGDLRQRRVLSPVCSAPAAGSWIGS
QLGNVGNLLATPHPLGKPASSRVGTIVLACLLLFGSCVVRAVPTTPSPPTSTPTSMST


https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1#goto119926893_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/pubmed/17551238
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?from=1&to=2943
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?from=1&to=2943
https://www.ncbi.nlm.nih.gov/protein/119926894

ORIGIN

HSHGTVDPTLLPTETPDPLRLAVRESGILAEDGDEYTCPPPTGSTVVRIEPPRTCPKFE
DLGRNFTEGIAVIFKENIAPYKFRANVYYKDIVVTRVWKGYSHTSLSDRYNDRVPVSV
EEIFGLIDSKGKCSSKAEYLRDNIMHHAYHDDEDEVELDLVPSKFATPGARAWQTTND
TTSYVGWMPWRHYTSTSVNCIVEEVEARSVYPYDSFALSTGDIVYASPFYGLRAAARI
EHNSYAQERFRQVEGYRPRDLDSKLQAEEPVTKNFITTPHVIVSWNWTEKKVEACTLT
KWKEVDELVRDEFRGSYRFTIRSISSTFISNTTQFKLESAPLTECVSKEAKEAIDSIY
KKQYESTHVFSGDVEYYLARGGFLIAFRPMLSNELARLYLNELVRSNRTYDLKNLLNP
NANNNNNTTRRRRSLLSVPEPQPTQDGVHREQILHRLHKRAVEATAGTDSSNVTAKQL
ELIKTTSSIEFAMLQFAYDHIQSHVNEMLSRIATAWCTLONKERTLWNEMVKINPSAT
VSATLDERVAARVLGDVIAITHCAKIEGNVYLONSMRSMDSNTCYSRPPVTETITKNA
NNRGSIEGQLGEENEIFTERKLIEPCALNQKRYFKFGKEYVYYENYTFVRKVPPTEIE
VISTYVELNLTLLEDREFLPLEVYTRAELEDTGLLDYSEIQRRNQLHALREFYDIDSVV
NVDNTAVIMQGIASFFKGLGKVGEAVGTLVLGAAGAVVSTVSGIASFLNNPEGGLAIG
LLVIAGLVAAFFAYRYVMQIRSNPMKALYPITTKALKNKAKTSYGONEEDDGSDEDEA
KLEEARERIKYMSMVSALEKQEKKAIKKNSGVGLIASNVSQLALRRRGPKYTRLQQND
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