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FEATURES             Location/Qualifiers 

     source          1..2943 

                     /organism="Equid alphaherpesvirus 1" 

                     /mol_type="genomic DNA" 

                     /strain="Kentucky D" 

                     /db_xref="taxon:10326" 

     gene            1..2943 

                     /gene="ORF33" 

     CDS             1..2943 

                     /gene="ORF33" 
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                     /product="glycoprotein B" 

                     /protein_id="BAF43295.1" 

                     /translation="MSSGCRSVGGSTWGNWRGDGGDLRQRRVLSPVCSAPAAGSWIGS 

                     QLGNVGNLLATPHPLGKPASSRVGTIVLACLLLFGSCVVRAVPTTPSPPTSTPTSMST 

https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1#goto119926893_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/pubmed/17551238
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?from=1&to=2943
https://www.ncbi.nlm.nih.gov/nuccore/AB279609.1?from=1&to=2943
https://www.ncbi.nlm.nih.gov/protein/119926894


                     HSHGTVDPTLLPTETPDPLRLAVRESGILAEDGDFYTCPPPTGSTVVRIEPPRTCPKF 

                     DLGRNFTEGIAVIFKENIAPYKFRANVYYKDIVVTRVWKGYSHTSLSDRYNDRVPVSV 

                     EEIFGLIDSKGKCSSKAEYLRDNIMHHAYHDDEDEVELDLVPSKFATPGARAWQTTND 

                     TTSYVGWMPWRHYTSTSVNCIVEEVEARSVYPYDSFALSTGDIVYASPFYGLRAAARI 

                     EHNSYAQERFRQVEGYRPRDLDSKLQAEEPVTKNFITTPHVTVSWNWTEKKVEACTLT 

                     KWKEVDELVRDEFRGSYRFTIRSISSTFISNTTQFKLESAPLTECVSKEAKEAIDSIY 

                     KKQYESTHVFSGDVEYYLARGGFLIAFRPMLSNELARLYLNELVRSNRTYDLKNLLNP 

                     NANNNNNTTRRRRSLLSVPEPQPTQDGVHREQILHRLHKRAVEATAGTDSSNVTAKQL 

                     ELIKTTSSIEFAMLQFAYDHIQSHVNEMLSRIATAWCTLQNKERTLWNEMVKINPSAI 

                     VSATLDERVAARVLGDVIAITHCAKIEGNVYLQNSMRSMDSNTCYSRPPVTFTITKNA 

                     NNRGSIEGQLGEENEIFTERKLIEPCALNQKRYFKFGKEYVYYENYTFVRKVPPTEIE 

                     VISTYVELNLTLLEDREFLPLEVYTRAELEDTGLLDYSEIQRRNQLHALRFYDIDSVV 

                     NVDNTAVIMQGIASFFKGLGKVGEAVGTLVLGAAGAVVSTVSGIASFLNNPFGGLAIG 

                     LLVIAGLVAAFFAYRYVMQIRSNPMKALYPITTKALKNKAKTSYGQNEEDDGSDFDEA 

                     KLEEARERIKYMSMVSALEKQEKKAIKKNSGVGLIASNVSQLALRRRGPKYTRLQQND 

                     TMENEKMV" 

ORIGIN       

        1 atgtcctctg gttgccgttc tgtcggcggc tccacatggg gcaattggcg cggagacggt 

       61 ggtgatttac gacagcgacg tgttctctct cctgtatgca gtgctccagc agctggctcc 

      121 tggatcggga gccaactagg caatgttgga aacttactcg ccacccccca cccgctggga 

      181 aagccggcat catcgagggt gggcacaata gttctagcct gtttgttgct ttttggaagc 

      241 tgtgttgtta gagccgtacc caccacgcca agccccccaa ctagtactcc cacttccatg 

      301 tcaacgcact cccatgggac agtagaccct acgctgctcc ccacagaaac gcccgaccca 

      361 ctcagactgg ctgtgcgcga gtccggtata ctcgctgagg atggagactt ttacacctgc 

      421 ccaccgccta ccggatccac cgtcgtacgc atcgaaccac ctagaacttg ccccaagttt 

      481 gaccttggga gaaacttcac ggaggggatt gctgttattt ttaaggaaaa catcgctccc 

      541 tacaaattca gggcaaacgt atactacaag gacatcgttg taacacgtgt gtggaaagga 

      601 tacagccata cgtccctgtc cgacagatac aatgacaggg ttccggtttc ggtggaggag 

      661 atcttcggtc tcatcgacag taagggaaaa tgttcgtcaa aggccgagta cctcagagat 

      721 aacatcatgc accacgcgta ccacgacgac gaggacgagg tggagcttga tttggtgccg 

      781 tccaagtttg caactccggg ggccagagcc tggcagacca ccaacgatac tacgtcttac 

      841 gtggggtgga tgccatggag gcactacacg tcaacgtctg tcaactgcat cgtcgaggag 

      901 gtggaggcgc ggtccgtcta cccctacgac tccttcgccc tgtccaccgg tgatattgtg 

      961 tacgcgtctc cgttttacgg cctgagggct gccgctcgca tagagcacaa tagctacgcg 

     1021 caggagcgtt tcaggcaagt tgaagggtac aggccccgcg acttagacag taaactacaa 

     1081 gccgaagagc cggttaccaa aaattttatc actaccccgc atgtcaccgt cagctggaac 

     1141 tggaccgaga agaaagtcga ggcgtgtacg ctgaccaaat ggaaagaggt cgacgaactc 

     1201 gtcagggacg agttccgcgg gtcctacaga tttactattc gatccatctc gtctacgttt 

     1261 atcagtaaca ctactcaatt taagttggaa agtgcccccc ttactgaatg tgtatccaaa 

     1321 gaagcaaagg aagccataga ctcgatatac aaaaagcagt acgagtctac gcacgtcttt 

     1381 agcggtgatg tggaatatta cctggcacgc ggggggttct taattgcatt cagacctatg 

     1441 ctctccaacg aactcgccag gctgtacctg aacgagcttg tgagatctaa ccgcacctac 

     1501 gacctaaaaa atctattgaa ccccaatgca aacaataaca ataacaccac gcgaagacgc 

     1561 aggtctctcc tgtcagtacc agaacctcag ccaacccaag atggtgtgca tagagaacaa 



     1621 attctacatc gcttgcacaa acgagcagtg gaggcaacgg caggtaccga ttcttccaac 

     1681 gtcaccgcca aacagctgga gctcatcaaa accacgtcgt ctatcgagtt tgccatgcta 

     1741 cagtttgcat acgatcacat ccaatcccac gtcaatgaaa tgctaagtag aatagcaact 

     1801 gcgtggtgta ccctccaaaa caaagagcgg accctatgga acgaaatggt gaagattaac 

     1861 ccgagcgcca tagtctccgc aacccttgac gagcgagttg cagcgagggt cctgggggac 

     1921 gtgatagcta taacgcactg cgccaaaata gagggcaacg tgtacttgca aaactccatg 

     1981 cgctcgatgg acagtaacac gtgctactcc cgcccccccg taacatttac aattactaag 

     2041 aatgcaaaca acagagggtc gatagaaggc cagctgggag aggagaacga gattttcacg 

     2101 gagcgcaagc tgatcgagcc gtgcgccctc aatcagaagc gctactttaa gtttggcaaa 

     2161 gagtacgttt actacgagaa ctacacgttc gtccgcaaag tgccccccac ggaaatcgag 

     2221 gttatcagca cgtacgttga actaaacttg acccttttgg aagaccgcga gtttctgccc 

     2281 ctggaggtgt acacgcgggc tgagctggag gacaccggcc tgctagacta cagcgaaata 

     2341 cagcgccgca accagctcca cgctctcagg ttttacgaca tcgacagcgt ggtcaacgtg 

     2401 gacaataccg cagtgattat gcaggggatc gccagctttt tcaagggcct gggtaaagtg 

     2461 ggggaggccg tgggaacgct cgttctcggc gccgccggcg ctgttgtttc aaccgtatct 

     2521 ggaatagctt cgtttttaaa caacccattt ggggggctag ccatcggcct gctggtaatc 

     2581 gccggcctgg tagctgcgtt ttttgcttac agatatgtaa tgcagatccg cagtaacccc 

     2641 atgaaagctc tataccccat aacaacaaag gccttgaaaa acaaagccaa aacttcctac 

     2701 ggccagaacg aggaggacga tgggagcgac tttgatgagg ccaagcttga agaggctcgc 

     2761 gaaaggataa aatacatgtc tatggtttcg gccctggaaa agcaggaaaa gaaagctata 

     2821 aagaaaaaca gtggggttgg cctgatcgcc agtaacgtct cacagctggc cctgcgaagg 

     2881 cgcggtccca aatatacccg actccaacag aacgatacca tggaaaatga aaaaatggtt 

     2941 taa 
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