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LOCUS       JN827255                 666 bp    RNA     linear   VRL 06-MAY-2013 

DEFINITION  Rotavirus A strain RVA/Simian-tc/ZAF/SA11-N2/1958/G3P[2] segment 

            11, complete sequence. 

ACCESSION   JN827255 

VERSION     JN827255.1 

KEYWORDS    . 

SOURCE      Rotavirus A 

  ORGANISM  Rotavirus A 

            Viruses; Riboviria; Orthornavirae; Duplornaviricota; 

            Resentoviricetes; Reovirales; Sedoreoviridae; Rotavirus. 
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REFERENCE   2  (bases 1 to 666) 

  AUTHORS   Mlera,L., van Dijk,A. and O'Neill,H.G. 
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Potchefstroom, 

            North-West 2520, South Africa 

COMMENT     GenBank Accession Numbers JN827244-JN827250, JN827252-JN827255 

            represent the complete genome of Rotavirus A strain 

            RVA/Simian-tc/ZAF/SA11-N2/1958/G3P[2]. 

             

            ##Assembly-Data-START## 

            Assembly Method       :: Lasergene SeqMan Pro 8.2 

            Coverage              :: 367x 

            Sequencing Technology :: 454 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..666 

                     /organism="Rotavirus A" 

                     /mol_type="genomic RNA" 

                     /strain="RVA/Simian-tc/ZAF/SA11-N2/1958/G3P[2]" 

                     /serotype="G3P[2]" 

                     /host="simian" 

https://www.ncbi.nlm.nih.gov/nuccore/JN827255.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/JN827255.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/JN827255.1#goto387864300_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28875
https://www.ncbi.nlm.nih.gov/pubmed/23263646


                     /db_xref="taxon:28875" 

                     /segment="11" 

                     /country="South Africa" 

                     /collection_date="1958" 

                     /note="propagated in MA104 cells; 

                     type: Consensus sequence; genotype: 

                     G3-P[2]-I2-R2-C5-M5-A5-N5-T5-E2-H5" 

     CDS             21..617 

                     /codon_start=1 

                     /product="NSP5" 

                     /protein_id="AFK09587.1" 

                     /translation="MSLSIDVTSLPSIPSTIYKNESSSTTSTLSGKSIGRSEQYISPD 

                     AEAFNKYMLSKSPEDIGPSDSASNDPLTSFSIRSNAVKTNADAGVSMDSSAQSRPSSN 

                     VGCDQVDFSLNKGLKVKANLDSSISISTDTKKEKSKQNHKSRKHYPRIEAESDSDDYV 

                     LDDSDSDDGKCKNCKYKKKYFALRMRMKQVAMQLIEDL" 

     CDS             79..357 

                     /codon_start=1 

                     /product="NSP6" 

                     /protein_id="AFK09588.1" 

                     /translation="MNRLQQRQLFLENLLVGVNSTFHQMQKHSINTCCRSLQRILDHL 

                     ILLQTIHSPVFRLDRMQLRQMQTLACLWIHQHNHDLQVMSDAIKWISP" 

ORIGIN       

        1 gcttttaaag cgctacagtg atgtctctca gtattgacgt gacgagtctt ccttctattc 

       61 cttcaactat atataagaat gaatcgtctt caacaacgtc aactctttct ggaaaatcta 

      121 ttggtaggag tgaacagtac atttcaccag atgcagaagc attcaataaa tacatgctgt 

      181 cgaagtctcc agaggatatt ggaccatctg attctgcttc aaacgatcca ctcaccagtt 

      241 tttcgattag atcgaatgca gttaagacaa atgcagacgc tggcgtgtct atggattcat 

      301 cagcacaatc acgaccttca agtaatgtcg gatgcgatca agtggatttc tccttaaata 

      361 aaggcttaaa agtaaaagct aatttggact catcaatatc aatatctacg gatactaaaa 

      421 aggagaaatc aaaacaaaac cataaaagta ggaagcacta cccaagaatt gaagcagagt 

      481 ctgattcaga tgattatgta ctggatgatt cagatagtga tgatggtaaa tgtaagaact 

      541 gtaaatataa gaagaaatac ttcgcattaa gaatgagaat gaaacaagtc gcaatgcaat 

      601 tgattgaaga tttgtaagtc tgacctggga acacactagg gagctcccca ctcccgtttt 

      661 gtgacc 
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