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                     YLPSQLGGYNHLNMTRLFCRNIGDPLTSSWAESKRLMDVGLLSRKFLEGILWRPPGSG 
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                     IDGLETPDVIESIDGRLVQSSNQCGLCNQGLGSYSWFFLPSGCVFDRPQDSRVVPKMP 

                     YVGSKTDERQTASVQAIQGSTCHLRAALRLVSLYLWAYGDSDISWLEAATLAQTRCNV 

                     SLDDLRILSPLPSSANLHHRLNDGVTQVKFMPATSSRVSKFVQICNDNQNLIRDDGSV 

                     DSNMIYQQVMILGLGEIECLLADPIDTNPEQLILHLHSDNSCCLREMPTTGFVPALGL 
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                     PLVKQAVMFLRDSVRCALATIKAGIEPEISRGGCTQDELSFTLKHLLCRRLCVIALMH 

                     SEAKNLVKVRNLPVEEKTALLYQMLVTEANARKSGSASIIINLVSAPQWDIHTPALYF 

                     VSKKMLGMLKRSTTPLDISDLSENQNPAPAELSDAPGHMAEEFPCLFSSYNATYEDTI 

                     TYNPMTEKLALHLDNSSTPSRALGRHYILRPLGLYSSAWYRSAALLASGALNGLPEGS 

                     SLYLGEGYGTTMTLLEPVVKSSTVYYHTLFDPTRNPSQRNYKPEPRVFTDSIWYKDDF 

                     TRPPGGIINLWGEDIRQSDITQKDTVNFILSQIPPKSLKLIHVDIEFSPDSDVRTLLS 

                     GYSHCALLAYWLLQPGGRFAVRVFLSDHIIVNLVTAILSAFDSNLVCIASGLTHKDDG 

                     AGYICAKKLANVEASRIEYYLRMVHGCVDSLKIPHQLGIIKWAEGEVSQLTRKADDEI 

                     NWRLGDPVTRSFDPVSELIIARTGGSVLMEYGAFTNLRCANLVDTYKLLASIVETTLM 

                     EIRVEQDQLEDSSRRQIQVIPAFNTRSGGRIRTLIECAQLQIIDVICVNIDHLFPKHR 

                     HVLVTQLTYQSVCLGDLIEGPQIKTYLRARKWIQRRGLNETVNHIITGQVSRNKARDF 

                     FKRRLKLVGFSLCGGWSYLSL" 

ORIGIN       

        1 acgaaaaaga agaataaaag gcagaagcct tttaaaagga accctgggct gtcgtaggtg 

       61 tgggaaggtt gtattccgag tgcgccttcg aggcatctac tctacaccta tcacaatggc 

      121 tggtgtcttc tcccagtatg agaggtttgt ggacaatcaa tcccaagtgt caaggaagga 

      181 tcatcgttcc ctggcagggg gatgcctaaa agtcaacatc cctatgcttg tcactgcatc 

      241 tgaagatccc accactcgtt ggcaactagc atgtttatcc ttaaggctct tggtctccaa 

      301 ctcatcaacc agtgctatcc gccagggggc gatactgact ctcatgtcac taccatcaca 



      361 aaatatgaga gcaacggcag ctattgctgg ttccacaaat gcggctgtta tcaacactat 

      421 ggaagtcttg agtgtcaacg actggacccc atccttcgac cccaggagcg gtctctctga 

      481 agaggatgct caggttttca gagacatggc aagggacctg ccccctcagt tcacctccgg 

      541 gtcacccttt acatcggcat tggcggaggg gtttaccccg gaggacaccc acgacctaat 

      601 ggaggccctg accagtgtgc tgatacagat ctggatcctg gtggctaagg ccatgaccaa 

      661 cattgatggc tctggggaag ccaatgagag acgtcttgca aagtacatcc agaagggaca 

      721 gcttaatcgc cagtttgcaa ttggtaatcc tgctcgtctg ataatccaac agacgatcaa 

      781 aagctcctta actgtccgca ggttcttggt ctctgagctt cgtgcatcac gaggtgcggt 

      841 gaaagaagga tccccttact atgcggctgt tggggatatc cacgcttaca tctttaacgc 

      901 aggactgaca ccattcttga ctaccttaag atacgggata ggcaccaaat atgctgctgt 

      961 tgcactcagt gtgttcgctg cagacattgc aaaattaaag agtctactta ccctatacca 

     1021 ggacaagggt gtggaggccg gatacatggc actcctcgaa gatccagact ctatgcactt 

     1081 tgcgcctgga aacttcccac acatgtactc ctacgcgatg ggggtggctt cttaccatga 

     1141 ccccagcatg cgccagtacc aatatgctag gaggttcctc agccgtcctt tctacttgct 

     1201 agggagggac atggctgcca agaacacagg cacgctggat gagcaactgg caaaggaact 

     1261 acaagtgtca gaaagagacc gtgccgcatt gtccgctgcg attcaatcag caatggaggg 

     1321 gggagaatct gacgacttcc cactatcggg atccatgccg gctctctccg acaatgcgca 

     1381 accagttacc ccaagaactc aacagtccca gctctcccct ccccaatcat caagcatgtc 

     1441 tcaatcagcg cccaggaccc cggactacca gcctgatttt gaactgtagg ctgcatccac 

     1501 gcaccaacag caggccaaag aaaccacccc cctcctcaca catcccaccc aatcacccgc 

     1561 caagacccaa tccaacaccc cagcatcccc ctcatttaat taaaaactga ccaatagggt 

     1621 ggggaaggag agttattggc tattgccaag ttcgtgcagc aatggatttt accgatattg 

     1681 atgctgtcaa ctcattaatt gaatcatcat cagcaatcat agattccata cagcatggag 

     1741 ggctgcaacc atcaggcact gtcggcctat cacaaatccc aaaggggata accagcgcct 

     1801 taaccaaggc ctgggaggcc gaggcagcaa ctgctggcaa cggggacacc caacacaaat 

     1861 ctgacagtcc ggaagaccat caggccaacg acgcagactc ccccgaagac acaggcacca 

     1921 accagaccat ccaagaagcc aatatcgttg aaacacccca ccccgaagtg ctatcggcag 

     1981 ccaaagccag actcaagagg cccaagacag ggagggacac ccacgacaat ccctctgcgc 

     2041 aacctgatca tcttttaaag gggggccccc tgagcccaca accagcggca ccgtgggtga 

     2101 aagatccatc cattcatgga ggtcccggca ccgccgatcc ccgcccatca caaactcagg 

     2161 atcattccct caccggagag agatggcaat cgtcaccgac aaagcaaccg gagacatcga 

     2221 actggtggaa tggtgcaacc cggggtgcac agctatccga gctgaaccaa ccagactcga 

     2281 ctgtgtatgc ggacactgcc ccaccatctg cagcctctgc atgtatgacg actgatcagg 

     2341 tacaactatt aatgaaggag gttgccgaca tgaaatcact ccttcaggca ctagtgagga 

     2401 acctagctgt cctgcctcaa ctaaggaatg aggttgcagc aatcaggaca tcacaggcca 

     2461 tgatagaggg gacactcaat tcaatcaaga ttctcgaccc tgggaattat caagaatcat 

     2521 cactaaacag ttggttcaaa ccacgccaag atcacgcggt tgttgtgtcc ggaccaggga 

     2581 atccattggc catgccaacc ccgatccaag acaacaccat attcctagat gaactggcaa 

     2641 gacctcatcc tagtttggtc aatccgtccc cgcccgctac caacaccaat gctgatcttg 

     2701 gcccacagaa gcaggctgcg atagcttata tctcagcaaa atgcaaggat caagggaaac 

     2761 gagaccagct ctcaaagctc atcgagcgag caaccaccct gagcgagatc aacaaagtca 

     2821 aaagacaggc ccttggcctc tagaccactc gaccaccccc agtgatgaat acaacaataa 

     2881 tcagaacctc cctaaaccac atggccaacc cagcgcacca tccacaccac ctattactac 

     2941 ccttcgccag aaactccgcc gcagccgatt tattcaaaag aagccactcg atatgactta 



     3001 gcaaccgcaa gatagggtgg ggaaggtgct ttacctgcaa gagggctccc tcatcttcag 

     3061 acacgcaccc gccaacccac cagtgacgca atggcagaca tggacactgt atatatcaat 

     3121 ctgatggcag atgatccaac ccaccaaaaa gaactgctgt cctttcccct cattcccgtg 

     3181 actggtcctg acgggaaaaa ggaactccaa caccaggtcc ggactcaatc cttgctcgcc 

     3241 tcagacaagc aaactgagag gttcatcttc ctcaacactt acgggtttat ctatgacact 

     3301 acaccggaca agacaacttt ttctacccca gagcatatca atcaacccaa gagaacgatg 

     3361 gtgagtgctg caatgatgac catcggcctg gtccccgcca atataccctt gaacgaacta 

     3421 acagctactg tgtttggcct gaaaataaga gtgaggaaga gtgcgagata tcgagaggtg 

     3481 gtctggtacc agtgcaaccc tgtaccagcc ctgcttgcag ccacaaggtt tggtcgccaa 

     3541 ggaggtctcg aatcgagcac tggagttagt gtaagggccc ccgagaagat agactgcgag 

     3601 aaggattata cttactaccc ttatttccta tctgtgtgct acatcgccac ttccaacctg 

     3661 ttcaaggtac caaaaatggt cgctaatgcg accaacagtc aattatacca cctgaccatg 

     3721 cagatcacat ttgcctttcc aaaaaacatc cccccagcta accagaaact cctgacacta 

     3781 gtggatgaag gattcgaggg cactgtggac tgccattttg ggaacatgct gaaaaaggat 

     3841 cggaaaggga acatgaggac actgtcgcag gcggcagaca aggtcagacg gatgaacatc 

     3901 cttgttggta tctttgactt gcatgggcca acactcttcc tggagtacac cgggaagcta 

     3961 acaaaagctc tgttagggtt catgtctacc agccgaacag caatcatccc catatctcag 

     4021 ctcaatccta tgctgagtca actcatgtgg agcagtgatg cccagatagt aaaattaaga 

     4081 gtggtcataa ctacatccaa acgcggccca tgcgggggtg agcaggagta tgtgctggat 

     4141 cccaaattca ctgttaaaaa agagaaagcc cgactcaacc ctttcaagaa ggcagcccaa 

     4201 tgatcaaatc tacaagatct caggaatcag accactctat actatccact gatcaataga 

     4261 catgtagcta tacagttgat gaacctatga agaatcagtt agaaaaccga atccttacta 

     4321 gggtggggaa ggagttgatt gggtgtctaa acaaaaacat tcctttacac ctcctcgcca 

     4381 cgaaacaacc ataatgaggt tatcacgcac aatcctgacc ttgattctcg gcacacttac 

     4441 tgattattta atgggtgctc actccaccaa tgtaactgag agaccaaagt ctgaggggat 

     4501 taggggtgat cttacaccag gcgcaggtat ctttgtaact caagtccgac aactacagat 

     4561 ctaccaacag tctgggtatc atgaccttgt catcagatta ttacctcttc taccggcaga 

     4621 actcaatgat tgtcaaaggg aagttgtcac agagtacaac aatacggtat cacagctgtt 

     4681 gcagcctatc aaaaccaacc tggatacctt actggctggt ggtggcacaa gggatgccga 

     4741 tatacagccg cggttcattg gggcaatcat agccacaggt gccctggcgg tggctacggt 

     4801 agctgaggtg actgcagccc aagcactatc tcagtcgaaa acaaacgctc aaaatattct 

     4861 caagttgagg gatagtattc aggccaccaa ccaggcagtt ttcgaaattt cacaaggact 

     4921 cgaggcaact gcaactgtgc tatcaaaact gcaaactgag ctcaatgaga acattatccc 

     4981 aagcctgaac aacttgtcct gtgctgccat gggtaatcgc cttggtgtat cactatcact 

     5041 ctacttgacc ttaatgacca ccctatttgg ggaccagatc acaaacccag tgctgacacc 

     5101 gatctcctat agcactctat cggcaatggc aggtggtcat attggcccgg taatgagtaa 

     5161 aatattagcc ggatctatca caagtcagtt gggggcggaa cagttgattg ctagcggctt 

     5221 aatacagtca caggtagtag gttatgattc ccaataccaa ttattggtta tcagggtcaa 

     5281 ccttgtacgg attcaagagg tccagaatac gagagtcgta tcactaagaa cactagcagt 

     5341 caatagggac ggtggactct atagagccca ggtgcctccc gaggtagttg aacggtctgg 

     5401 cattgcagaa cgattttatg cagatgattg tgttcttact acaaccgatt acatttgctc 

     5461 atcgatccga tcttctcggc ttaatccaga gttagttaga tgtctcagtg gggcacttga 

     5521 ttcatgcaca tttgagaggg aaagtgcatt attgtcaacc cctttctttg tatacaacaa 

     5581 ggcagttgtc gcaaattgta aagcagcaac atgtagatgt aataaaccgc cgtctattat 



     5641 tgcccaatac tctgcatcag ctctggtcac catcaccacc gacacctgtg ccgacctcga 

     5701 aattgagggt tatcgcttca acatacagac tgaatccaac tcatgggttg caccaaactt 

     5761 cactgtctcg acttcacaga ttgtatcagt tgatcccata gacatctctt ctgacattgc 

     5821 caaaatcaac agttccatcg aggctgcaag agagcagctg gaactaagca accagatcct 

     5881 ttcccggatc aacccacgaa tcgtgaatga tgaatcactg atagctatta tcgtgacaat 

     5941 tgttgtgctt agtcccctcg taatcggtct gattgttgtt ctcggtgtga tgtataagaa 

     6001 tcttaggaaa gtccaacgag ctcaagctgc catgatgatg cagcaaatga gctcatcaca 

     6061 gcctgtgacc actaaattag ggacgccttt ctaggagaac aaccatatca ctccactcaa 

     6121 tgatgagcaa gacgtaccaa tcatcaatga ttgtgtcaca aggccggttg ggaatgcatc 

     6181 gaatctctcc cctttctttt taattaaaaa catttgaagt gaagatgaga ggggggaagt 

     6241 gtatggtagg gtggggaagg cagccaattc ctgcccatta ggccgaccgt atcaaaagga 

     6301 ttcaatagaa gtctaggtac agggtaacat ggagggcagc cgcgataatc ttacagtgga 

     6361 tgatgaatta aagacaacat ggaggttagc ttatagagtt gtgtctcttc tattgatggt 

     6421 gagcgctttg ataatctcta tagtaatcct gacgagagat aacagccaaa gcataatcac 

     6481 ggcgatcaac cagtcatctg acgcagactc taagtggcaa acgggaatag aagggaaaat 

     6541 cacctccatt atggctgata cgctcgatac caggaatgca gttcttctcc acattccact 

     6601 ccagctcaac actcttgagg cgaacctatt gtctgccctt gggggcaaca caggaattgg 

     6661 ccccggagat ctagagcact gccgttaccc tgttcatgac accgcttacc tgcatggagt 

     6721 taatcgatta ctcatcaatc agacagctga ttatacagca gaaggccccc tagatcatgt 

     6781 gaacttcatt ccagccccgg ttacgactac tggatgcaca aggataccat ccttttccgt 

     6841 gtcatcgtcc atttggtgct atacacataa cgtgattgaa accggttgca atgaccactc 

     6901 aggtagtaat caatatatca gcatgggagt cattaagaga gcgggcaacg gcctacctta 

     6961 cttctcaaca gttgtaagta agtatctgac tgatgggttg aataggaaaa gctgttctgt 

     7021 ggctgccgga tctgggcatt gctacctcct ttgcagctta gtgtcggagc ccgaacctga 

     7081 tgactatgtg tcacctgatc ctacaccgat gaggttaggg gtgctaacgt gggatggatc 

     7141 ttacactgaa caggtggtac ccgaaagaat attcaggaac atatggagtg caaactaccc 

     7201 aggagtaggg tcaggtgcta tagtaggaaa taaggtgtta ttcccatttt acggcggagt 

     7261 gaggaatgga tcgaccccgg aggtgatgaa taggggaagg tactactaca tccaggatcc 

     7321 aaatgactat tgccctgacc cgctgcaaga tcagatctta agggcggaac aatcgtatta 

     7381 cccaactcga ttcggtagga ggatgataat gcagggggtc ctagcatgtc cagtatccaa 

     7441 caattcaaca atagcaagcc aatgtcaatc ttactatttt aataactcat tagggttcat 

     7501 tggagcagaa tctagaatct attacctcaa tagtaacatt tacctttatc agaggagctc 

     7561 gagctggtgg cctcaccccc agatttacct gcttgattct aggattgcaa gtccgggtac 

     7621 tcagaacatt gactcaggtg tcaatctcaa gatgttaaac gtcactgtga ttacacgacc 

     7681 atcatctggt ttttgtaata gtcagtcacg atgccctaat gactgcttat tcggggtcta 

     7741 ctcggatatc tggcctctta gccttacctc ggatagcata ttcgcgttca ctatgtattt 

     7801 acaggggaag acaacacgta ttgacccggc ttgggcgcta ttctccaatc atgcgattgg 

     7861 gcatgaggct cgtctgttta ataaggaggt tagtgctgct tattctacca ccacttgttt 

     7921 tttggacacc atccaaaacc aggtgtattg cctgagtata cttgaggtca ggagtgagct 

     7981 cttgggagca ttcaaaatag taccattcct ctatcgtgtc ttgtaggcat ccattcggcc 

     8041 aaaaaacttg agtgactatg aggttaacac ttgatccccc ttaaagacac ctatctaaat 

     8101 tactgtccta gacccatgat taggtacctt ttaaatcaat catttggttt ttaattaaaa 

     8161 atgaaaaaat gggcctagtt tcaagagagg gctggaaccc actagggtgg ggaaggattg 

     8221 ctttgctcct tgactcacac ccacgtatac tcgatctcac ttctgtaaag aagggatcct 



     8281 tctcaaactc gccccacaat gtccaatcag gcagctgaga ttatactacc caccttccat 

     8341 ctagaatcac ccttaatcga gaataagtgc ttttattata tgcaattact tggtctcgtg 

     8401 ttgccacatg atcattggag atggagggca ttcgttaact ttacagtgga tcaggtgcac 

     8461 cttaaaaatc gtaatccccg cttaatggcc catatcgacc acactaaaga tagattaagg 

     8521 actcatggtg tcttaggttt ccaccagact cagacaagtt tgagccgtta tcgtgttttg 

     8581 ctccatcctg aaaccttacc ttggctatca gccatgggag gatgcatcaa tcaggttcct 

     8641 aaagcatggc ggaatactct gaaatcgatc gagcatagtg taaagcagga ggcacctcaa 

     8701 ctaaagctac tcatggagag aacctcatta aaattaactg gagtacctta cttgttctct 

     8761 aattgcaatc ccgggaaaac cacagcagga actatgcctg tcctaagtga gatggcatcg 

     8821 gaactcttgt caaatcctat ctcccaattc caatcaacat gggggtgtgc tgcttcgggg 

     8881 tggcaccatg tagtcagtat catgaggctc caacaatatc aaagaaggac aggtaaggaa 

     8941 gagaaagcaa tcaccgaagt tcagtatggc acagacactt gtctcattaa cgcagactat 

     9001 accgttgttt tttccacaca gaaccgtgtt ataacggtct tgcccttcga tgttgtcctc 

     9061 atgatgcaag acctactcga atcccgacgg aatgttctgt tctgtgcccg ctttatgtat 

     9121 cccagaagcc aacttcatga gaggataagt gcaatattag cccttggaga ccaactgggg 

     9181 agaaaagcac cccaagtcct gtatgatttc gtggcgaccc tcgagtcatt tgcatacgca 

     9241 gctgttcaac ttcatgacaa caatcctacc tacggtgggg ccttctttga attcaatatc 

     9301 caagagttag aatctattct gtcccctgca cttagtaagg atcaggtcaa cttctacata 

     9361 ggtcaagttg tctcagcgta cagtaacctt cctccatctg aatcggcaga attgttgtgc 

     9421 ctgctacgcc tgtggggtca tcccttgcta aacagccttg atgcagcaaa gaaagtcagg 

     9481 gagtctatgt gtgccgggaa ggttctcgat tacaacgcca ttcgactcgt cttgtctttt 

     9541 taccatacat tgttaatcaa tgggtaccga aagaaacaca agggtcgctg gccaaatgtg 

     9601 aatcaacatt cactcctcaa cccgatagtg aggcagctct attttgatca ggaagagatc 

     9661 ccacactctg ttgcccttga gcactatttg gatgtctcaa tgatagaatt tgaaaaaact 

     9721 tttgaagtgg aactatctga cagcctaagc atcttcctga aggataagtc gatagctttg 

     9781 gataagcaag aatggtacag tggttttgtc tcagaagtga ctccgaagca cctacgaatg 

     9841 tctcgtcatg atcgcaagtc taccaatagg ctcctgttag ctttcattaa ctcccctgaa 

     9901 ttcgacgtta aggaggagct taagtacttg actacgggtg agtacgccac tgacccaaat 

     9961 ttcaatgtct catactcact taaagagaag gaagtaaaaa aagaagggcg catattcgca 

    10021 aaaatgtcac aaaagatgag agcatgccag gttatttgtg aagaattgct agcacatcat 

    10081 gtggctcctt tgtttaaaga gaatggtgtt actcaatcag agctatccct gacaaaaaat 

    10141 ttgttggcta ttagccaact gagttacaac tcgatggctg ctaaggtgcg attgctgagg 

    10201 ccaggggaca agttcactgc tgcacactat atgaccacag acctaaagaa gtactgtctc 

    10261 aattggcggc accagtcagt caaactgttc gccagaagcc tggatcgact gtttggatta 

    10321 gaccatgcgt tttcttggat acatgtccgt ctcaccaaca gcactatgta cgttgctgac 

    10381 cccttcaatc caccagactc agaggcatgc acagatttag acgacaataa gaacaccggg 

    10441 atttttatta taagtgcaag aggtggtata gaaggcctcc aacaaaaatt atggactggc 

    10501 atatcgattg caattgccca agcggcagcg gccctcgaag gcttacgaat tgctgctact 

    10561 ctgcaggggg ataaccaagt tttggcgatt acgaaggaat tcatgacccc agtcccagag 

    10621 gatgtaatcc atgagcagct atctgaggcg atgtctcgat acaaaaggac tttcacatac 

    10681 ctcaattatt taatggggca tcagttgaag gataaagaaa ccatccaatc cagtgacttc 

    10741 tttgtttatt ccaaaagaat cttcttcaat ggatcgatct taagtcaatg cctcaaaaac 

    10801 ttcagtaaac tcactactaa tgccactacc cttgctgaga atactgtggc cggctgcagt 

    10861 gacatctctt catgcattgc ccgttgtgtg gaaaacgggt tgcctaagga tgccgcatat 



    10921 atccagaata taatcatgac tcggcttcaa ctattgctag atcattacta ttcaatgcat 

    10981 ggcggcataa attcagaatt agagcagcca actttaagta tctctgttcg aaacgcaacc 

    11041 tacttaccat ctcaactagg cggttacaat catttgaata tgacccgact attctgccgc 

    11101 aatatcggcg acccgcttac cagttcttgg gcggagtcaa aaagactaat ggatgttggt 

    11161 ctcctcagtc gtaagttctt agaggggata ttatggagac ccccgggaag tgggacgttt 

    11221 tcaacactca tgcttgaccc gttcgcactt aacattgatt acctgaggcc gccagagaca 

    11281 attatccgaa aacacaccca aaaagtcttg ttgcaagatt gcccaaatcc cctattagca 

    11341 ggtgtcgttg acccgaacta caaccaagaa ttagagctgt tagctcagtt cttgcttgat 

    11401 cgggaaaccg ttattcccag ggctgcccat gccatcttcg agttatctgt cttgggaagg 

    11461 aaaaaacata tacaaggatt ggtagatact acaaagacaa ttattcagtg ctcattggaa 

    11521 agacagccat tgtcttggag gaaagttgag aacattgtta cctacaacgc gcagtatttc 

    11581 ctcggggcca cccaacaggc tgatactaat gtctcagaag ggcagtgggt gatgccaggt 

    11641 aaccttaaga agcttgtgtc cctcgacgat tgctcggtca cgctgtctac tgtatcacgg 

    11701 cgcatatcat gggccaatct actgaactgg agagctatag atggtctgga aaccccggat 

    11761 gtgatagaga gtattgatgg tcgccttgta caatcatcca atcaatgtgg cctatgtaat 

    11821 caagggttgg gatcctactc ctggtttttc ttgccctctg ggtgtgtgtt cgaccgtcca 

    11881 caagattctc gggtagttcc aaagatgcca tacgtggggt ccaaaacaga tgagagacag 

    11941 actgcatcag tgcaagctat acaaggatcc acttgtcacc tcagggcagc attgaggctt 

    12001 gtatcactct acctatgggc ctatggagat tctgacatat catggctaga agctgcaacg 

    12061 ctggctcaaa cacggtgcaa tgtctctctc gatgatttgc gaatcttgag ccctcttcct 

    12121 tcttcggcga atttacacca cagattaaat gacggggtaa cacaggttaa attcatgccc 

    12181 gccacatcta gccgagtgtc aaagttcgtc caaatttgca atgacaacca gaatcttatc 

    12241 cgtgatgatg ggagtgttga ttccaatatg atttatcaac aggttatgat attagggctt 

    12301 ggagagattg aatgcttgtt agctgaccca attgatacaa acccagaaca attgattctt 

    12361 catctacact ctgataattc ttgctgtctc cgggagatgc caacgaccgg ctttgtacct 

    12421 gctctaggac taaccccatg tttaactgtc ccaaagcata atccttacat ttatgacgat 

    12481 agcccaatac ccggtgattt ggatcagagg ctcattcaga ccaaattttt catggggtct 

    12541 gacaatttgg ataatcttga tatctaccag cagcgagctt tactgagtag gtgtgtagct 

    12601 tatgatgtca tccaatcgat ctttgcctgt gatgcaccag tctctcagaa gaatgacgca 

    12661 atccttcaca ctgattacca tgagaattgg atctcagagt tccgatgggg tgaccctcgt 

    12721 attatccaag taacggcagg ctatgagtta attctgttcc ttgcatacca gctttattat 

    12781 ctcagagtga ggggtgaccg tgcaatcctg tgctatatcg acaggatact caataggatg 

    12841 gtatcttcca atctaggtag tctcatccag acactctctc atccagagat taggaggaga 

    12901 ttctcgttga gtgatcaagg gtttcttgtt gaaagagaac tagagccagg taagcccttg 

    12961 gttaaacaag cggttatgtt cttaagggac tcggtccgct gcgctttagc aactatcaag 

    13021 gcaggaattg agcctgaaat ctcccgaggt ggttgtactc aggatgagct gagctttact 

    13081 cttaagcact tactatgtcg gcgtctctgt gtaatcgctc tcatgcattc agaagcaaag 

    13141 aacttggtta aagttagaaa ccttcctgta gaagagaaaa ccgccttatt gtaccagatg 

    13201 ttggtcactg aggccaatgc taggaaatca gggtctgcca gcattatcat aaacctagtc 

    13261 tcggcacccc agtgggacat tcatacacca gcattgtatt ttgtgtcaaa gaaaatgcta 

    13321 gggatgctta agaggtcaac cacacccttg gatataagtg acctctctga gaaccagaac 

    13381 cccgcacctg cagagcttag tgatgctcct ggtcacatgg cagaagaatt cccctgtttg 

    13441 tttagtagtt ataacgctac atatgaagac acaatcactt acaatccaat gactgaaaaa 

    13501 ctcgccttgc atttggacaa cagttccacc ccatccagag cacttggtcg tcactacatc 



    13561 ctgcggcctc ttgggcttta ctcatccgca tggtaccggt ctgcggcact actagcgtca 

    13621 ggggccctaa atgggttgcc tgaggggtcg agcctgtatt taggagaagg gtacgggacc 

    13681 accatgactc tgcttgagcc cgttgtcaag tcttcaactg tttactacca tacattgttt 

    13741 gacccaaccc ggaacccttc acagcggaac tataaaccag aaccacgggt attcacggat 

    13801 tctatttggt acaaggatga tttcacacgg ccacccggtg gtattatcaa cctgtggggt 

    13861 gaagatatac gtcagagtga tatcacacag aaagacacgg tcaacttcat actatctcag 

    13921 atcccgccaa aatcacttaa gttgatacac gttgatattg agttctcacc agactccgat 

    13981 gtacggacac tactatccgg ctattctcat tgtgcactat tggcctactg gctattgcaa 

    14041 cctggagggc gattcgcagt tagggttttc ttaagtgacc atatcatagt taacttggtc 

    14101 actgcgatcc tgtctgcttt tgactccaat ttggtgtgca ttgcgtcagg attgacacac 

    14161 aaggatgatg gggcaggtta tatttgcgcg aaaaagcttg caaatgttga ggcttcaaga 

    14221 attgagtact acttgaggat ggtccatggt tgtgttgact cattaaagat ccctcatcaa 

    14281 ttaggaatca ttaaatgggc cgagggtgag gtgtcccagc ttaccagaaa ggcggatgat 

    14341 gaaataaatt ggcggttagg tgatccagtt accagatcat ttgatccagt ttctgagcta 

    14401 ataattgcac gaacaggggg gtctgtatta atggaatacg gggcttttac taacctcagg 

    14461 tgtgcgaact tggtagatac atacaaactt ctggcttcaa ttgtagagac caccctaatg 

    14521 gaaataaggg ttgagcaaga tcagttggaa gatagttcga ggagacaaat ccaagtaatc 

    14581 cccgctttca acacaagatc tgggggaagg atccgtacac tgattgagtg tgctcagctg 

    14641 cagattatag atgttatttg tgtaaacata gatcacctct ttcctaaaca ccgacatgtt 

    14701 cttgtcacac aacttaccta ccagtcggtg tgccttgggg atttgattga aggtccccaa 

    14761 attaagacgt atctaagggc cagaaagtgg atccaacgtc ggggactcaa tgagacagtt 

    14821 aaccatatca tcactggaca agtgtcacgg aataaagcaa gggatttttt taagaggcgc 

    14881 ctgaagttgg ttggcttttc actctgcgga ggttggagct acctctcact ttagctgttc 

    14941 aggttgctga tcatcatgaa caatcggagt cggaatcgta aacagaaagt cacaaaattg 

    15001 tggataaaca atgattgcat tagtatttaa taaaaaatat gtcttttatt tcgt 
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