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FEATURES             Location/Qualifiers 

     source          1..1771 

                     /organism="Influenza A virus (A/flat-faced 

                     bat/Peru/033/2010(H18N11))" 

                     /mol_type="viral cRNA" 

                     /strain="A/flat-faced bat/Peru/033/2010" 

                     /serotype="H18N11" 

https://www.ncbi.nlm.nih.gov/nuccore/CY125945.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/CY125945.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/CY125945.1#goto550600211_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1395524
https://www.ncbi.nlm.nih.gov/pubmed/24130481


                     /isolation_source="rectal swab" 

                     /host="Artibeus planirostris; gender M" 

                     /db_xref="taxon:1395524" 

                     /segment="4" 

                     /country="Peru: Truenococha" 

                     /collection_date="2010" 

                     /note="Complete sequence, ends confirmed by RACE-PCR." 

     gene            29..1714 

                     /gene="HA" 

     CDS             29..1714 

                     /gene="HA" 

                     /function="receptor binding and fusion protein" 

                     /codon_start=1 

                     /product="hemagglutinin" 

                     /protein_id="AGX84934.1" 

                     /translation="MITILILVLPIVVGDQICIGYHSNNSTQTVNTLLESNVPVTSSH 

                     SILEKEHNGLLCKLKGKAPLDLIDCSLPAWLMGNPKCDELLTASEWAYIKEDPEPENG 

                     ICFPGDFDSLEDLILLVSNTDHFRKEKIIDMTRFSDVTTNNVDSACPYDTNGASFYRN 

                     LNWVQQNKGKQLIFHYQNSENNPLLIIWGVHQTSNAAEQNTYYGSQTGSTTITIGEET 

                     NTYPLVISESSILNGHSDRINYFWGVVNPNQNFSIVSTGNFIWPEYGYFFQKTTNISG 

                     IIKSSEKISDCDTICQTKIGAINSTLPFQNIHQNAIGDCPKYVKAQELVLATGLRNNP 

                     IKETRGLFGAIAGFIEGGWQGLIDGWYGYHHQNSEGSGYAADKEATQKAVDAITTKVN 

                     NIIDKMNTQFESTAKEFNKIEMRIKHLSDRVDDGFLDVWSYNAELLVLLENERTLDFH 

                     DANVNNLYQKVKVQLKDNAIDMGNGCFKILHKCNNTCMDDIKNGTYNYYEYRKESHLE 

                     KQKIDGVKLSENSSYKIMIIYSTVASSVVLGLIILAAIEWGCFKGNLQCRICI" 

     sig_peptide     29..70 

                     /gene="HA" 

     mat_peptide     71..1045 

                     /gene="HA" 

                     /product="HA1" 

     mat_peptide     1046..1711 

                     /gene="HA" 

                     /product="HA2" 

ORIGIN       

        1 agcagaagca gggtgattat tattcagaat gattacaata cttatcttgg tactccctat 

       61 tgttgtaggt gaccaaatat gcattggcta tcattcaaat aattcaacac aaacagtgaa 

      121 tactctcctt gaatcaaatg taccagtgac ttcctctcac agcatcctag aaaaagaaca 

      181 caatggtttg ctttgcaagc taaaagggaa agcacccttg gaccttattg actgctctct 

      241 tcctgcatgg cttatgggaa acccaaaatg tgacgaactc ttaacagcaa gcgaatgggc 

      301 ctacataaaa gaagacccag aacctgaaaa tggaatctgt tttccaggag attttgattc 

      361 tttagaggat ctgattttat tggtttctaa cactgaccat ttcagaaaag agaaaataat 

      421 agacatgacc agattctctg atgtgactac aaacaacgta gacagtgcat gcccatatga 

      481 cacaaatggt gcttcctttt acagaaatct aaactgggtg cagcaaaaca aaggcaagca 

      541 actgattttt cactaccaga attctgaaaa caacccactt ttgataattt ggggagtaca 
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https://www.ncbi.nlm.nih.gov/protein/AGX84934.1?from=340&to=561


      601 ccagacatct aatgctgcag aacaaaacac atactatggc tcacagactg gctcaacaac 

      661 catcactatt ggggaagaaa caaacactta tccactagtg ataagtgaaa gttctattct 

      721 taacggtcac tctgatagaa taaattactt ttggggagtt gtcaatccta atcagaattt 

      781 ttcaattgtc agtacaggga atttcatctg gccagagtac ggatactttt tccaaaaaac 

      841 aaccaatata agtggaataa taaaatcaag tgaaaagata agtgattgtg acacaatctg 

      901 ccagacaaaa attggggcaa taaacagcac actgcctttt cagaatatcc atcaaaatgc 

      961 gattggagat tgtcctaaat atgtgaaagc ccaagaactt gttcttgcaa ctggattaag 

     1021 gaacaatcca ataaaagaaa caagagggct ttttggtgca attgcaggtt tcatcgaggg 

     1081 aggatggcaa ggattgattg atggttggta tgggtatcac caccagaact cagaaggttc 

     1141 aggctatgct gctgacaaag aagcaaccca gaaggctgtt gatgcaataa ccacaaaagt 

     1201 aaacaacata atagacaaaa tgaacacgca atttgaatca actgccaaag aattcaacaa 

     1261 aattgaaatg agaataaaac atctcagtga cagagttgat gatggcttct tggatgtttg 

     1321 gagttacaat gctgaattac tcgttttgct ggaaaatgaa agaactctgg acttccatga 

     1381 tgcaaatgtt aacaatttgt atcaaaaagt gaaagtccag ctgaaagaca atgcaattga 

     1441 catgggaaac ggctgtttca agattctaca caaatgcaac aacacatgta tggatgacat 

     1501 taaaaacgga acatacaatt attatgaata cagaaaggaa agccacttgg agaaacaaaa 

     1561 aattgacggt gtgaagctat cagaaaacag ctcatataaa ataatgatca tttactcaac 

     1621 agtggcaagt tcagtagtgc ttggcttgat tatactagcc gcaattgaat ggggctgttt 

     1681 taaagggaac ctgcaatgca gaatatgtat ttgaggctgt ggtgttagct aatgtcaatc 

     1741 tattattgca aaaaacaccc ttgtttctac t 
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