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DEFINITION  Influenza A virus (A/little yellow-shouldered 

            bat/Guatemala/060/2010(H17N10)) hemagglutinin (HA) gene, complete 

            cds. 

ACCESSION   CY103892 

VERSION     CY103892.1 

KEYWORDS    . 

SOURCE      Influenza A virus (A/little yellow-shouldered 

            bat/Guatemala/060/2010(H17N10)) 

  ORGANISM  Influenza A virus (A/little yellow-shouldered 

            bat/Guatemala/060/2010(H17N10)) 

            Viruses; Riboviria; Orthornavirae; Negarnaviricota; 

            Polyploviricotina; Insthoviricetes; Articulavirales; 

            Orthomyxoviridae; Alphainfluenzavirus. 
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FEATURES             Location/Qualifiers 

     source          1..1784 

                     /organism="Influenza A virus (A/little yellow-shouldered 

                     bat/Guatemala/060/2010(H17N10))" 

                     /mol_type="viral cRNA" 

                     /strain="A/little yellow-shouldered 
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                     bat/Guatemala/060/2010" 

                     /serotype="H17N10" 

                     /isolation_source="rectal swab" 

                     /host="Sturnira lilium; gender M" 

                     /db_xref="taxon:1129347" 

                     /segment="4" 

                     /country="Guatemala: Aguero" 

                     /collection_date="Sep-2010" 

                     /note="Complete sequence, ends confirmed by RACE-PCR" 

     gene            35..1729 

                     /gene="HA" 

     CDS             35..1729 

                     /gene="HA" 

                     /codon_start=1 

                     /product="hemagglutinin" 

                     /protein_id="AFC35438.1" 

                     /translation="MELIILLILLNPYTFVLGDRICIGYQANQNNQTVNTLLEQNVPV 

                     TGAQEILETNHNGKLCSLNGVPPLDLQSCTLAGWLLGNPNCDNLLEAEEWSYIKINEN 

                     APDDLCFPGNFENLQDLLLEMSGVQNFTKVKLFNPQSMTGVTTNNVDQTCPFEGKPSF 

                     YRNLNWIQGNSGLPFNIEIKNPTSNPLLLLWGIHNTKDAAQQRNLYGNDYSYTIFNFG 

                     EKSEEFRPDIGQRDEIKAHQDRIDYYWGSLPAQSTLRIESTGNLIAPEYGFYYKRKEG 

                     KGGLMKSKLPISDCSTKCQTPLGALNSTLPFQNVHQQTIGNCPKYVKATSLMLATGLR 

                     NNPQMEGRGLFGAIAGFIEGGWQGMIDGWYGYHHENQEGSGYAADKEATQKAVDAITN 

                     KVNSIIDKMNSQFESNIKEFNRLELRIQHLSDRVDDALLDIWSYNTELLVLLENERTL 

                     DFHDANVKNLFEKVKAQLKDNAIDEGNGCFLLLHKCNNSCMDDIKNGTYKYMDYREES 

                     HIEKQKIDGVKLTDYSRYYTMTLYSTIASSVVLGSLIIAAFLWGCQKGSIQCKICI" 

     sig_peptide     35..88 

                     /gene="HA" 

     mat_peptide     89..1060 

                     /gene="HA" 

                     /product="HA1" 

     mat_peptide     1061..1726 

                     /gene="HA" 

                     /product="HA2" 

ORIGIN       

        1 agcagaagca gggtcactat tactctgtgc tactatggag ctgattatcc tactaatcct 

       61 tctcaatccc tatacttttg tgttagggga cagaatatgc ataggctatc aagcaaacca 

      121 aaataaccaa acggttaaca ctctgctaga acagaatgtt ccagttaccg gagcgcagga 

      181 aatactagaa accaatcaca acggaaaatt atgcagccta aatggagtcc caccattgga 

      241 cctacaatca tgcactctag ccgggtggtt attggggaat ccgaactgtg acaacctatt 

      301 ggaagcggaa gaatggtcgt atataaaaat aaatgaaaat gcccctgacg atctttgctt 

      361 ccctggaaac ttcgaaaact tacaggactt actactagaa atgtcaggag ttcaaaattt 

      421 caccaaggtg aaactattca acccccaaag tatgactggg gtgactacca ataatgtcga 

      481 ccagacttgc ccttttgaag ggaaaccatc tttctacaga aacctcaact ggatacaagg 
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      541 gaatagcggt ttacctttca atatagaaat caagaatcca actagcaatc cattgctcct 

      601 tctctggggg atccacaaca ccaaggatgc agcacaacaa agaaatctct atgggaatga 

      661 ttactcttat actattttta actttgggga gaaaagtgaa gaatttcgac ctgacatcgg 

      721 gcaaagagat gaaatcaaag cccatcaaga cagaatcgat tactactggg gaagcctacc 

      781 agcgcagagc actctaagga tagaatcaac cggaaatcta atcgcaccag aatatggctt 

      841 ttattacaag cgaaaagagg ggaaaggggg gctaatgaaa agtaagctgc caattagtga 

      901 ctgctcaacc aaatgccaaa cacccctagg agctctcaac agcaccctgc cctttcaaaa 

      961 cgtccatcaa caaacaattg gtaattgtcc caaatatgtg aaagctacct ccttgatgct 

     1021 tgccacaggg ctaagaaaca acccccaaat ggagggaaga ggtctctttg gagccattgc 

     1081 cgggttcatt gaaggagggt ggcaagggat gattgatggt tggtatggat accaccacga 

     1141 gaatcaagaa ggaagcggtt acgctgctga caaagaagcc acccaaaagg ctgtcgatgc 

     1201 cataacgaac aaagttaaca gtattattga caaaatgaac agccaatttg aatccaacat 

     1261 caaagagttc aacaggttgg aactcaggat acaacaccta agtgatagag ttgatgatgc 

     1321 gttacttgac atttggtcct ataatactga attacttgtc ctcttagaaa atgaaagaac 

     1381 ccttgatttc catgatgcta acgtaaagaa cctctttgaa aaagtgaagg cccaattgaa 

     1441 ggacaatgca atagatgagg gaaatggttg ctttctactt ctacacaagt gtaacaactc 

     1501 ttgcatggac gacataaaga atgggacata caaatacatg gactataggg aagagtcaca 

     1561 catcgaaaaa caaaaaatcg atggagtaaa actaactgat tactctagat actataccat 

     1621 gactctgtac tctaccattg catcatccgt cgtgcttggc tcattgataa tagccgcttt 

     1681 tctttggggg tgccaaaaag gctcaatcca atgtaaaata tgcatataga gcggtgggat 

     1741 tagccttgtc attcagaaaa acaaaaaaga cccttgtttc tact 
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