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FEATURES Location/Qualifiers
source 1..1762
/organism="Influenza A virus
(A/duck/Australia/341/1983 (H15N8) )"
/mol type="mRNA"
/isolate="A/duck/Australia/341/83 (H15N8)"
/db_xref="taxon:352561"
CDS 22..1734
/note="precursor; putative"
/codon_start=1
/product="hemagglutinin"
/protein id="AAA92247.1"
/translation="MNTQIIVILVLGLSMVRSDKICLGHHAVANGTKVNTLTEKGVEV
VNATETVEITGINKVCTKGKKAVDLGSCGILGTIIGPPQCDSHLKFKADLITIERRNSS
DICYPGKFTNEEALRQIIRESGGIDKEPMGFRYSGIKTDGATSACKRTVSSFEYSEMKW
LLSSKANQVFPQLNQTYRNNRKEPALIVWGVHHSSSLDEQNKLYGAGNKLITVGSSKY
QOSFSPSPGDRPKVNGQAGRIDFHWMLLDPGDTVTFTENGAFIAPDRATFLRSNAPSG
VEYNGKSLGIQSDAQIDESCEGECFYSGGTINSPLPFQNIDSWAVGRCPRYVKQSSLP
LALGMKNVPEKIHTRGLFGAIAGFIENGWEGLIDGWYGFRHONAQGQGTAADYKSTQA
AIDQITGKLNRLIEKTNTQFELIDNEFTEVEQQIGNVINWTRDSLTEIWSYNAELLVA
MENQHTIDLADSEMNKLYERVRRQLRENAEEDGTGCFEIFHRCDDQCMESTRNNTYNH
TEYRQEALONRIMINPVKLSGGYKDVILWESFGASCVMLLAIAMGLIFMCVKNGNLRC
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