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LOCUS       FLAHEMAC                1762 bp    mRNA    linear   VRL 16-OCT-2001 

DEFINITION  Influenza A/duck/Australia/341/83 (H15N8) hemagglutinin mRNA, 

            complete cds. 

ACCESSION   L43916 

VERSION     L43916.1 

KEYWORDS    . 

SOURCE      Influenza A virus (A/duck/Australia/341/1983(H15N8)) 

  ORGANISM  Influenza A virus (A/duck/Australia/341/1983(H15N8)) 

            Viruses; Riboviria; Orthornavirae; Negarnaviricota; 

            Polyploviricotina; Insthoviricetes; Articulavirales; 

            Orthomyxoviridae; Alphainfluenzavirus. 

REFERENCE   1  (bases 1 to 1762) 

  AUTHORS   Rohm,C., Zhou,N., Suss,J., Mackenzie,J. and Webster,R.G. 

  TITLE     Characterization of a novel influenza hemagglutinin, H15: criteria 

            for determination of influenza A subtypes 

  JOURNAL   Virology 217 (2), 508-516 (1996) 

   PUBMED   8610442 

FEATURES             Location/Qualifiers 

     source          1..1762 

                     /organism="Influenza A virus 

                     (A/duck/Australia/341/1983(H15N8))" 

                     /mol_type="mRNA" 

                     /isolate="A/duck/Australia/341/83 (H15N8)" 

                     /db_xref="taxon:352561" 

     CDS             22..1734 

                     /note="precursor; putative" 

                     /codon_start=1 

                     /product="hemagglutinin" 

                     /protein_id="AAA92247.1" 

                     /translation="MNTQIIVILVLGLSMVRSDKICLGHHAVANGTKVNTLTEKGVEV 

                     VNATETVEITGINKVCTKGKKAVDLGSCGILGTIIGPPQCDSHLKFKADLIIERRNSS 

                     DICYPGKFTNEEALRQIIRESGGIDKEPMGFRYSGIKTDGATSACKRTVSSFYSEMKW 

                     LLSSKANQVFPQLNQTYRNNRKEPALIVWGVHHSSSLDEQNKLYGAGNKLITVGSSKY 

                     QQSFSPSPGDRPKVNGQAGRIDFHWMLLDPGDTVTFTFNGAFIAPDRATFLRSNAPSG 

                     VEYNGKSLGIQSDAQIDESCEGECFYSGGTINSPLPFQNIDSWAVGRCPRYVKQSSLP 

                     LALGMKNVPEKIHTRGLFGAIAGFIENGWEGLIDGWYGFRHQNAQGQGTAADYKSTQA 

                     AIDQITGKLNRLIEKTNTQFELIDNEFTEVEQQIGNVINWTRDSLTEIWSYNAELLVA 

                     MENQHTIDLADSEMNKLYERVRRQLRENAEEDGTGCFEIFHRCDDQCMESIRNNTYNH 

                     TEYRQEALQNRIMINPVKLSGGYKDVILWFSFGASCVMLLAIAMGLIFMCVKNGNLRC 

                     TICI" 

https://www.ncbi.nlm.nih.gov/nuccore/L43916.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/L43916.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/L43916.1#goto1226068_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=352561
https://www.ncbi.nlm.nih.gov/pubmed/8610442
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=352561
https://www.ncbi.nlm.nih.gov/nuccore/L43916.1?from=22&to=1734
https://www.ncbi.nlm.nih.gov/protein/1226069


     sig_peptide     22..75 

                     /note="putative" 

     mat_peptide     76..1068 

                     /product="hemagglutinin 1 chain" 

                     /note="putative" 

     mat_peptide     1069..1731 

                     /product="hemagglutinin 2 chain" 

                     /note="putative" 

ORIGIN       

        1 agcaaaagca ggggatacaa aatgaacact caaatcatcg tcattctagt cctcggactg 

       61 tcgatggtga gatctgacaa gatttgtctc gggcaccatg ccgtagcaaa tgggacaaaa 

      121 gtcaacacac taactgagaa aggagtggaa gtggtcaatg ccacggagac agtggagatt 

      181 acaggaataa ataaagtgtg cacaaaaggg aagaaagcgg tggacttggg atcttgtgga 

      241 atactgggaa ctatcattgg gcctccacaa tgtgactctc atcttaaatt caaagctgat 

      301 ctgataatag aaagaagaaa ttcaagtgac atctgttacc cagggaaatt cactaatgag 

      361 gaagcactga gacaaataat cagagaatct ggtggaattg acaaagagcc aatgggattt 

      421 agatattcag gaataaaaac agacggggca accagtgcgt gtaagagaac agtgtcctct 

      481 ttctactcag aaatgaaatg gcttttatcc agcaaggcta accaggtgtt cccacaactg 

      541 aatcagacat acaggaacaa cagaaaagaa ccagccctaa ttgtttgggg agtacatcat 

      601 tcaagttcct tggatgagca aaataagcta tatggagctg ggaacaagct gataacagta 

      661 ggaagctcaa aataccaaca atcgttttca ccaagtccag gggacaggcc caaagtgaat 

      721 ggtcaggccg ggaggatcga ctttcattgg atgctattgg acccagggga tacagtcact 

      781 tttaccttca atggtgcatt catagcccca gatagagcca cctttctccg ctctaatgcc 

      841 ccatcgggag ttgagtacaa tgggaagtca ctgggaatac agagtgatgc acaaattgat 

      901 gaatcatgtg aaggggaatg cttctacagt ggagggacaa taaacagccc tttgccattt 

      961 caaaacatcg atagttgggc tgtcggaagg tgccccagat atgtaaagca atcaagcctg 

     1021 ccgctggcct taggaatgaa aaatgtacca gagaaaatac atactagggg actgttcggt 

     1081 gcaattgcag gattcatcga gaatggatgg gaaggactca ttgatggatg gtatggattt 

     1141 aggcatcaaa atgcacaggg gcagggaaca gctgctgact acaagagtac tcaggctgca 

     1201 attgaccaga taacagggaa acttaataga ttaattgaaa aaaccaacac acagtttgaa 

     1261 ctcatagaca atgagttcac tgaagtggag cagcagatag gcaatgtaat aaactggaca 

     1321 agggactcct tgactgagat ctggtcatac aatgctgaac ttctagtagc aatggaaaat 

     1381 cagcatacaa ttgaccttgc agattctgaa atgaacaaac tctatgagag agtgagaaga 

     1441 cagctaaggg agaatgccga ggaggatgga actggatgtt ttgagatttt ccaccgatgt 

     1501 gacgatcaat gtatggagag catacgaaat aatacttaca atcacactga atatcgacag 

     1561 gaagccttac agaataggat aatgatcaat ccggtaaagc ttagtggtgg gtacaaagat 

     1621 gtgatactat ggtttagctt cggggcatca tgtgtaatgc ttctagccat tgctatgggt 

     1681 cttattttca tgtgtgtgaa aaacgggaat ctgcggtgca ctatctgtat ataattattt 

     1741 gaaaaacacc cttgtttcta ct 
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