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FEATURES Location/Qualifiers
source 1..1695
/organism="Influenza A virus
(A/duck/Alberta/60/1976 (HL2N5) )"
/mol type="genomic RNA"
/strain="A/Duck/Alberta/60/1976"
/serotype="H12N5"
/db_xref="taxon:385582"
/chromosome="4"
/dev_stage="11 day-old embryonated chicken"
/note="synonym: Influenza A virus
(A/duck/Alberta/60/76 (H12N5) )"
CDS 1..1695
/codon_start=1
/product="hemagglutinin precursor"
/protein id="BAA14337.1"
/translation="MEKFIILSTVLAASFAYDKICIGYQTNNSTETVNTLSEQNVPVT
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QVEELVHRGIDPILCGTELGSPLVLDDCSLEGLILGNPKCDLYLNGREWSYIVERPKE
MEGVCYPGSIENQEELRSLEFSSIKKYERVKMEDETKWNVTYTGTSKACNNTSNQGSEY
RSMRWLTLKSGQFPVQTDEYKNTRDSDIVEFTWAIHHPPTSDEQVKLYKNPDTLSSVTT
VEINRSFKPNIGPRPLVRGQQGRMDYYWAVLKPGQTVKIQTNGNLIAPEYGHLITGKS
HGRILKNNLPMGQCVTECQLNEGVMNTSKPFONTSKHYIGKCPKYIPSGSLKLAIGLR
NVPQVODRGLFGAIAGFIEGGWPGLVAGWYGFQHONAEGTGIAADRDSTQRATIDNMON
KLNNVIDKMNKQFEVVNHEFSEVESRINMINSKIDDQITDIWAYNAELLVLLENQKTL
DEHDANVRNLHDRVRRVLRENAIDTGDGCFEILHKCDNNCMDTIRNGTYNHKEYEEES
KIERQKVNGVKLEENSTYKILSIYSSVASSLVLLLMIIGGFIFGCQONGNVRCTFCI"
sig peptide 1..51
/note="signal peptide"
mat peptide 52..1023
/product="hal chain"

mat peptide 1027..1692

ORIGIN

/product="ha2 chain"
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tgcattggat
gttccggtga
acggaactag
aatcccaaat
aaagagatgg
ctgttttctt
gtcacataca
aggagcatga
aagaacacca
gatgaacaag
atcaatagga
agaatggatt
ggtaatctta
ctcaagaata
atgaacacaa
tacataccat
gatcgggggce
gctggttggt
gacagcaccc
atgaataaac
atgattaatt
cttgtcctat
catgatcggg
gagattttac
cacaaagagt
gaggagaatt

ctactgctca

tcatcatttt
accaaacaaa
cgcaggtgga
gatcaccact
gtgatcttta
aaggagtttg
ccatcaaaaa
ctgggaccag
gatggttgac
gagattcaga
taaaattata
gcttcaagcc
actactgggc
ttgcacctga
atttgcccat
gcaaaccttt
cagggagttt
tctttggagc
acggatttca
aaagggcaat
aatttgaagt
ccaaaattga
tggaaaatca
tcagaagagt
ataaatgtga
atgaggaaga
ctacatataa

tgattattgg

gagtactgtc
caactcgact
agaacttgta
agtgcttgat
tttgaatggc
ctatccaggg
atatgaaaga
caaggcctgce
cttaaaatca
cattgtattc
caaaaatcct
taatataggg
tgttcttaaa
atatggtcac
gggacagtgt
ccagaacact
aaaattggca
aattgcaggt
gcatcaaaat
agacaatatg
ggtgaatcat
tgatcagata
gaagacatta
cctgagggaa
caacaattgt
aagcaaaatc
aattctgagc
gggtttcatt

ttggcagcaa
gaaacggtaa
catcgtggga
gactgttcat
agggaatggt
tcaattgaaa
gtgaagatgt
aataatacat
ggacaatttc
acctgggcca
gatactctct
ccaagaccac
cctggacaaa
ttaatcacag
gtgactgaat
agtaagcact
atagggctca
ttcatagaag
gcggagggga
caaaacaaac
gagttttcag
actgacatat
gatgagcatg
aatgcaattg
atggacacga
gaacgacaga
atctacagca

ttcgggtgtc

gctttgcata
acacactaag
ttgatccgat
tagagggtct
catacatagt
accaggaaga
ttgatttcac
caaaccaagg
cagtccaaac
ttcaccaccc
cttcagtcac
tcgtgagagg
cagtcaaaat
ggaaatcaca
gtcaattgaa
atattgggaa
ggaatgtccc
gcggatggcece
caggcatagc
tcaacaatgt
aagtggaaag
gggcatacaa
acgctaatgt
acacaggaga
ttagaaacgg
aagtcaatgg
gtgttgcctc

aaaatggaaa

tgacaaaatt
tgaacaaaac
cctgtgtgga
aatcctaggce
agagaggccc
gctaagatct
caaatggaat
ctcattctat
agatgagtac
accaacatct
caccgtagaa
acaacaaggg
acaaaccaat
tggcaggata
cgagggtgta
atgccccaaa
acaagttcaa
agggctagtg
tgcagacaga
catcgacaaa
cagaataaac
tgctgaattg
aaggaatcta
cggctgcttt
gacatacaat
tgtgaaactt
aagcttagtt
tgttcgttgt
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1681 actttctgta tttaa
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