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                     WRRDILRTQESECQCIDGTCVVAVTDGPAANSADHRVYWIREGKVIKYENIPKTKIQH 

                     LEECSCYVDIDVYCVCRDNWKGSNRPWMRINNETILETGYVCSKFHSDTPRPADPSTV 

                     SCDSPSNVNGGPGVKGFGFKSGNDVWLGRTVSTSGRSGFEIIKVTEGWINSPSHAKSV 

                     TQTLVSNNDWSGYSGSFIVENNGCFQPCFYIELIRGRPNKNDDVSWTSNSIVTFCGLD 

                     NEPGSGNWPDGSNIGFMPK" 

ORIGIN       

        1 atgaatccaa atcagaagat aataacaatt ggtgtagtga acactactct atcaacaata 

       61 gcccttctta ttggagtggg aaacttgatt ttcaacactg tcatacatga gaaaataggg 

      121 gaccactcga ctgtagtgta cccaacgata acaaccccgg tggtaccaaa ctgcagtgac 

      181 accataataa catacaacaa cacagtaata aacaacataa caacaacaat aataaccgaa 

      241 gcagaaagac attttaagcc ctcactgccg ctgtgtccct tcagaggatt tttccctttt 

      301 cataaggata atgcaatacg attgggcgag aacaaagacg ttatagtcac gagagagcct 

      361 tacgttagtt gcgacaataa taattgctgg tcctttgcac ttgcccaagg ggcattactg 

      421 ggaacccaac acagcaatgg aaccattaaa gacagaacac cctatagatc attgattcgg 

      481 ttcccaatag gaacagcccc ggtactaggg aattacaaag agatatgcat agcttggtca 

      541 agtagcagct gtttcgacgg gaaggagtgg atgcatgtct gcatgacagg gaacgacaat 

      601 gatgcaagtg ctcagataat atatgcaggg aaaatgacag actccatcaa atcatggaga 

      661 agagacatac taagaaccca agagtctgaa tgtcaatgta ttgacgggac ctgtgttgtc 

      721 gctgttacag atggacctgc tgctaatagt gcagaccata gggtttattg gatacgagaa 

      781 ggaaaggtga taaagtatga aaacattccc aaaacgaaga tacagcactt ggaggagtgt 

      841 tcttgttatg tggacattga cgtatactgt gtatgtagag acaattggaa aggttccaac 

      901 aggccttgga tgagaatcaa caatgagacc atattggaga ccgggtatgt gtgtagcaaa 

      961 tttcattcgg acacccccag accagccgac ccttcaacag tatcatgtga ttccccaagt 

     1021 aatgtaaatg gaggacccgg agttaagggg tttggcttca aatccggcaa tgacgtatgg 

     1081 ttggggagga ctgtatcaac tagcggtaga tcaggctttg aaatcatcaa agtcacagaa 

     1141 gggtggatca attctcccag ccatgccaaa tcagtcacac aaacattagt gtcaaacaat 

     1201 gattggtcag gttattcagg tagtttcatt gttgaaaaca acggttgttt ccagccttgc 

     1261 ttctatattg aacttatacg agggaggccc aataagaatg atgacgtttc ctggacaagc 

     1321 aatagtatag ttactttctg tggactagac aatgaacctg gatcgggaaa ttggcctgat 

     1381 ggttccaaca ttgggttcat gcccaagtaa 
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