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     source          1..1413 

                     /organism="Influenza A virus 

                     (A/quail/Nanchang/4-034/2000(H4N6))" 

                     /mol_type="genomic DNA" 

                     /strain="A/quail/Nanchang/4-034/00(H4N6)" 

                     /db_xref="taxon:215889" 

     gene            1..1413 

                     /gene="NA" 

     CDS             1..1413 

                     /gene="NA" 

                     /codon_start=1 

                     /product="neuraminidase" 

                     /protein_id="AAO62070.1" 

                     /translation="MNPNQKIICISATGMTLSVVSLLIGIANLGLNIGLHYKMGDTPD 

                     VNIPNMNETNSTTTIINNHTQNNFTNITNIIVNKNEEGTFLNLTKPLCEVNSWHILSK 

                     DNAIRIGEDAHILVTREPYLSCDPQGCRMFALSQGTTLRGRHANGTIHDRSPFRALIS 
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                     EECSCYGAVGVIKCICRDNWKGANRPVITIDPEMMTHTSKYLCSKILTDTSRPNDPTN 

                     GNCDAPITGGSPDPGVKGFAFLDRENSWLGRTISKDSRSGYEMLKVPNAETDTQSGPI 

                     SHQVIVNNQNWSGYSGAFIDYWANKECFNPCFYVELIRGRPKESSVLWTSNSIVALCG 

                     SKERLGSWSWHDGAEIIYFK" 

ORIGIN       

        1 atgaatccaa atcagaagat aatatgcatt tcagcaacag gaatgacact atcggtagta 

       61 agcctgctga taggaattgc caatttgggc ctaaatatcg gactccacta taaaatgggt 

      121 gatacaccag atgtaaacat tccaaacatg aacgagacca actcaacaac aacaataata 

      181 aacaatcata ctcagaataa tttcacaaat atcactaaca ttatagtgaa taagaacgag 

      241 gagggaacat ttctaaacct gaccaagcct ctatgtgaag taaactcatg gcatattctg 

      301 tcgaaagaca acgcaataag gataggtgag gatgctcata tactagtcac aagggagccc 

      361 tacttgtcct gcgacccaca aggctgcagg atgtttgctc tgagccaagg cacaacactc 

      421 agagggcgac atgcgaatgg gaccatacat gataggagcc cattcagagc tctcataagc 

      481 tgggaaatgg gtcaggcacc cagtccatat aatgttaggg tcgagtgcat aggatggtca 

      541 agcacgtcat gccacgatgg catatcaagg atgtcaatat gcatgtcggg agcgaacaac 

      601 aatgcatcag cagtggtgtg gtacgggggg aggccagtaa cagaaattcc atcatgggcc 

      661 ggaaatattc ttagaaccca agaatcagaa tgtgtgtgcc ataaggggat ctgcccagta 

      721 gtcatgacag atggcccagc aaacaatagg gcagcaacta agataatcta tttcaaagag 

      781 ggaaagatac agaaaatcga agaactggca gggaatactc agcacatcga agaatgttca 

      841 tgctatggag cagtaggggt gatcaaatgc atatgcaggg acaattggaa gggggcaaat 

      901 agaccggtaa taactataga tcccgaaatg atgacccaca caagcaagta cttgtgctca 

      961 aagatcctaa ccgatacaag ccgccccaat gatcccacca atgggaactg tgatgcgcca 

     1021 ataacagggg ggagcccaga tcctggggtg aaggggtttg cattcctcga cagggagaac 

     1081 tcatggctcg gaaggacaat tagcaaagac tccagatcag gctatgaaat gttaaaagtc 

     1141 ccaaatgcag aaaccgacac ccaatcgggg ccaatctcac accaggtgat tgtcaacaac 

     1201 caaaattggt caggatactc aggggcattc atagactact gggcaaacaa agagtgcttc 

     1261 aatccttgtt tttatgtgga attaatcaga gggagaccca aagagagtag tgtactgtgg 

     1321 acttcaaata gcattgtagc tctctgtgga tccaaagagc gattgggatc atggtcctgg 

     1381 catgatggtg ctgaaatcat ctactttaag tag 
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