Edwardsiella ictaluri putative 18.8 kDa protein (eip19), putative 17.8 kDa protein (eip18), putative
54.5 kDa protein (eip55), and putative 19.5 kDa protein (eip20) genes, complete cds
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LOCUS AF037441 5727 bp DNA linear BCT 24-DEC-1997

DEFINITION Edwardsiella ictaluri putative 18.8 kDa protein (eipl9), putative
17.8 kDa protein (eipl8), putative 54.5 kDa protein (eip55), and
putative 19.5 kDa protein (eip20) genes, complete cds.

ACCESSION AF037441

VERSION AF037441.1
KEYWORDS
SOURCE Edwardsiella ictaluri 93-146

ORGANISM Edwardsiella ictaluri 93-146

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales;
Hafniaceae; Edwardsiella.
REFERENCE 1 (bases 1 to 5727)
AUTHORS Moore,M.M., Fernandez,D.H. and Thune,R.L.
TITLE Direct Submission
JOURNAL  Submitted (09-DEC-1997) Department of Veterinary Microbiology and
Parasitology, Louisiana State University, South Stadium Drive,
Baton Rouge, LA 70803, USA
FEATURES Location/Qualifiers
source 1..5727
/organism="Edwardsiella ictaluri 93-146"
/mol type="genomic DNA"
/strain="93-146"
/db_xref="taxon:634503"
gene complement (489..965)
/gene="eipl9"
CDS complement (489..965)
/gene="eipl9"
/note="EIP19; possibly antigenic to catfish"
/codon_start=1
/transl table=11
/product="putative 18.8 kDa protein"
/protein id="AAB92574.1"
/translation="MILHRIFRPSVLDRLFDDFPQEGTERTSDRRYELAHFRWTVRRD
VEDILNSRSALALDISQWPELEKSPLNYGLPDCSNLSAANAEDREWIRQHIERVIDLFE
EPRLRQVRVQIHLDEKTGISQMIFRIEALLDVEPSPEPVVFDAVLDVSTQLYRIDR"
gene complement (2315..2806)
/gene="eipl8"
CDS complement (2315..2806)

/gene="eipl8"
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/note="EIP18; possibly antigenic to catfish"
/codon_start=1

/transl table=11

/product="putative 17.8 kDa protein"

/protein id="AAB92575.1"
/translation="MAFDTYIKLDKVDGESTDAKHKKWIEVLGFAWGAGNECSMESGT
QGLNTGKATMSVFRITKWMDCASVKLASAAVQGONFPSLEVEICTQAGDKFAFCIYKE
TNVAISSYDCSGASGGSDRPQETIDFAYKEVTWEYIPQDOSGKAGSKIGPEGWSLITN
QKK"

complement (2876..4363)

/gene="eip55"

complement (2876..4363)

/gene="eip55"

/note="EIP55; antigenic to catfish"

/codon_start=1

/transl table=11

/product="putative 54.5 kDa protein"

/protein id="AAB92576.1"
/translation="MSEQNLPESAAVESAAPEDSLLDSIIAETRMARSDLERERARDL
LGEWVSEVLSGTVTVSGDVLASIEARIAQIDALLSAQLSTIMHEPAFQKLEGSWRGLH
YLVHQSETGTGLKIRMLNVSRKDLIRDFKSAAEFDQSALFKKVYEEEYGTFGGAPFAA
MIGDYEFSNHPEDLFLLEEISHVAAAAHAPFLSAASAGMFGLDSLTELSIPRDLAKGE
DTVEYAKWKSLRQSEDARYIALALPHVLGRLPYGAATVPVEAFNFEEDVNGKEHGKYL
WLNAAYALGTRLTQAYAKYGWCAAIRGVEGGGLVEGLPAHTFTTDDGEVELKCPTEVA
ITDRREKELADLGFIALTHCKGTDYAAFFSTQSAQKPKEYDSDSANANARIACQLQYTI
MATSRFAHYLKSMVRDKLGSFMSRSECEYFLNQWISNYVVGSDDAGQDIKAKYPLREA
RIDVSDIPGKPGFYKAVAYLKPHFQLEGLTASLRLVADLPPPAQG"

complement (4363..4875)

/gene="eip20"

complement (4363..4875)

/gene="eip20"

/note="EIP20; possibly antigenic to catfish"
/codon_start=1

/transl table=11

/product="putative 19.5 kDa protein"

/protein id="AAB92577.1"
/translation="MASESKQHTLDRVRSPRVQITYDVEIGDAQEMKELPFVMGVLGD
YSGQPATPLPKLKERKFVSIDRDNENDVIKGIHPHLSFRTENTLAGDDSQLSVELHEFQ
SMADFTPERIAAQVEPLRKLMNIRSRLSDLKNKMY SNERLGEVLQGITIEDTEKLONLG
KETGFSEEQQ"

1 ccggcgcttce cctgctgttg tactgacagg ctggtttgtc gcgcggggga gaagcaggca

61 tggatgactg acaccggcca aatttccacc gggtaggtgg tccggaaccg gcatgccatg

121 ccatccacct ggcgggatag caggctggta tgtcgtggca gccgcagcecgg gcctgacaag
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