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FEATURES Location/Qualifiers
source 1..16642
/organism="Capra hircus"
/organelle="mitochondrion"
/mol type="genomic DNA"
/db_xref="taxon:9925"
/note="breed: Inner Mongolia Cashmere Alashan"
gene 1..68
/gene="trnF"
tRNA 1..68
/gene="trnF"
/product="tRNA-Phe"
rRNA 69..1022
/product="12S ribosomal RNA"
gene 1025..1091

/gene="trnv"

tRNA 1025..1091
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/gene="trnv"
/product="tRNA-Val"
1092..2660
/gene="16SribosomalRNA"
1092..2660
/gene="16SribosomalRNA"
/product="16S ribosomal RNA"
2667..2741
/gene="trnL"

2667..2741
/gene="trnL"

/product="tRNA-Leu"

2744..3699
/gene="ND1"
2744..3699
/gene="ND1"

/note="TAA stop codon is completed by the
residues to the mRNA"

/codon_start=1
/transl_except=(pos:3698..3699,aa:TERM)
/transl table=2

/product="NADH dehydrogenase subunit 1"
/protein id="AYR05557.1"

/translation="MFMINILTFIIPILLAVAFLTLVERKVLGYMQLRKGPNVVGPYG
LLOPIADAIKLFIKEPLRPATSSISMFILAPILALTLALTMWIPLPMPYPLINMNLGV
LFMLAMSSLAVYSILWSGWASNSKYALIGALRAVAQTISYEVTLAITILLSILLMNGSF
ALSTLIITQEQVWLIFPAWPLAMMWEISTLAETNRAPFDLTEGESELVSGENVEYAAG
PFALFFMAEYANIIMMNIFTTTLEFLGAFHSPYMPELYTINFIIKSLLLTITFLWIRAS

addition of

YPRFRYDQLMHLLWKNFLPLTLALCMWHVSLPILLSSIPPQT"

3700..3768
/gene="trnI"
3700..3768
/gene="trnI"
/product="tRNA-Ile"
complement (3766..3837)
/gene="trnQ"
complement (3766..3837)
/gene="trnQ"
/product="tRNA-G1ln"
3840..3908
/gene="trnM"
3840..3908
/gene="trnM"

/product="tRNA-Met"
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https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250467
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=3700&to=3768
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3909..4950

/gene="ND2"
3909..4950
/gene="ND2"

/note="TAA stop codon is completed by the addition of 3' A
residues to the mRNA"

/codon_start=1

/transl_except:(pos:4950,aa:TERM)

/transl table=2

/product="NADH dehydrogenase subunit 2"

/protein id="AYR05558.1"
/translation="MNPIIFIIILMTVMLGTTIVMISSHWLLIWIGFEMNMLAIIPIM
MKKHNPRATEASTKYFLTQSTASMLLMMAITINLMEFSGOWTVTKLFHPTASMLMTMAL
AMKLGMAPFHEFWVPEVTQGIPLSSGLILLTWQKLAPMSVLYQILPSINLDLILTLSIL
SIMIGGWGGLNQTQLRKIMAYSSTIAHMGWMTAILPYNPTMMLLNLIIYITMTSTMFLL
FMANSTTTTLSLSLTWNKMPIMTTLVLITLLSMGGLPPLSGEFVPKWMIIQEMTKNNST
ILPTLMAITALLNLYFYMRLTYSTTLTMFPSTNNMKMKWQFSTTKRMTLLPTLTVLST
MLLPLTPILSILE"

4951..5017

/gene="trnW"

4951..5017

/gene="trnW"

/product="tRNA-Trp"

complement (5019..5087)

/gene="trnA"

complement (5019..5087)

/gene="trnA"

/product="tRNA-Ala"

complement (5089..5161)

/gene="trnN"

complement (5089..5161)

/gene="trnN"

/product="tRNA-Asn"

complement (5194..5261)

/gene="trnC"

complement (5194..5261)

/gene="trnC"

/product="tRNA-Cys"

complement (5262..5329)

/gene="trnY"

complement (5262..5329)

/gene="trnY"

/product="tRNA-Tyr"

5331..6875


https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=3909&to=4950
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=3909&to=4950
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
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https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5019&to=5087
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5019&to=5087
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5089&to=5161
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5089&to=5161
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5194&to=5261
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5194&to=5261
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5262&to=5329
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5262&to=5329
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5331&to=6875
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/gene="COX1"

5331..6875

/gene="COX1"

/codon_start=1

/transl table=2

/product="cytochrome c oxidase subunit I"

/protein id="AYR05559.1"
/translation="MFINRWLFSTNHKDIGTLYLLFGAWAGMVGTALSLLIRAELGQP
GTLLGDDQIYNVIVTAHAFVMIFFMVMPIMIGGEFGNWLVPLMIGAPDMAFPRMNNMSE
WLLPPSFLLLLASSMVEAGAGTGWTVYPPLAGNLAHAGASVDLTIFSLHLAGISSILG
AINFITTIINMKPPAMSQYQTPLEVWSVLITAVLLLLSLPVLAAGITMLLTDRNLNTT
FFDPAGGGDPILYQHLFWFFGHPEVYILILPGFGMISHIVTYYSGKKEPFGYMGMVWA
MMSIGFLGFIVWAHHMEFTVGMDVDTRAYFTSATMIIAIPTGVKVESWLATLHGGNIKW
SPAMMWALGFIFLEFTVGGLTGIVLANSSLDIVLHDTYYVVAHFHYVLSMGAVFAIMGG
FVHWEFPLEFSGYTLNDTWAKIHFAIMEFVGVNMTFEFPQHFLGLSGMPRRYSDYPDAYTMW
NTISSMGSFISLTAVMLMIFIIWEAFASKREVLTVDLTTTNLEWLNGCPPPYHTFEEP
TYVSLK"

complement (6873..6941)

/gene="trns"

complement (6873..6941)

/gene="trns"

/product="tRNA-Ser"

6949..7016

/gene="trnD"

6949..7016

/gene="trnD"

/product="tRNA-Asp"

7018..7701

/gene="COX2"

7018..7701

/gene="COX2"

/codon_start=1

/transl table=2

/product="cytochrome c¢ oxidase subunit II"

/protein id="AYR05560.1"
/translation="MAYPMQLGFQDATSPIMEELLHFHDHTLMIVFLISSLVLYIISL
MLTTKLTHTSTMDAQEVETVWTILPAITILIMIALPSLRILYMMDEINNPSLTVKTMGH
OWYWSYEYTDYEDLSFDSYMIPTSELKPGELRLLEVDNRVVLPMEMTIRMLISSEDVL
HSWAVPSLGLKTDAIPGRLNQTTLMSTRPGLEFYGQCSEICGSNHSFMPIVLELVPLKY
FEKWSASML"

7705..7771

/gene="trnK"

7705..7771

/gene="trnK"


https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=5331&to=6875
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250469
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=6873&to=6941
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=6873&to=6941
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=6949&to=7016
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=6949&to=7016
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7018&to=7701
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7018&to=7701
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250470
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7705&to=7771
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7705&to=7771

/product="tRNA-Lys"

gene 7773..7970
/gene="ATP8"

CDS 7773..7970
/gene="ATP8"
/codon_start=1
/transl table=2
/product="ATP synthase F0 subunit 8"
/protein id="AYR05561.1"
/translation="MPQLDTSTWLTTILSMFLALFIIFQLKISKYDFYHNPELTAKML
KHNTPWETKWTKIYLPLLLPL"

gene 7931..8611
/gene="ATP6"

CDS 7931..8611
/gene="ATP6"
/codon_start=1
/transl table=2
/product="ATP synthase FO0 subunit 6"
/protein id="AYR05562.1"
/translation="MNENLFTSFITPMMLGLPLVTLIILFPSLLFPSSNRLINNRLVS
LOOWALQLMSKOMMSIHNTKGQTWTLMLMSLILFIGSTNLLGLLPHSFTPTTQLSMNL
GMAIPLWAGAVITGFRNKTKASLAHFLPQGTPTPLIPMLVIIETISLFIQPMALAVRL
TANITAGHLLIHLIGGATLALTSISPTTALITFIILILLTILEFAVAMIQAYVEFTLLV
SLYLHDNT"

gene 8611..9394
/gene="COX3"

CDS 8611..9394
/gene="COX3"
/note="TAA stop codon is completed by the addition of 3' A
residues to the mRNA"
/codon_start=1
/transl except=(pos:9394,aa:TERM)
/transl table=2
/product="cytochrome c¢ oxidase subunit III"
/protein id="AYR05563.1"
/translation="MTHQTHAYHMVNPSPWPLTGALSALLLTSGLIMWFHFNSTALLT
LGLTTNMLTMYQWWRDVIRESTFQGHHTPAVQKGLRYGMILFIISEVLEFFTGFFWAFEFY
HSSLAPTPELGGCWPPTGIHPLNPLEVPLLNTSVLLASGVSITWAHHSLMEGDRNHML
QALFITIMLGLYFTLLOASEYYEAPFTISDGVYGSTFEFVATGFHGLHVIIGSTFLIVC
FFRQLKFHFTSNHHFGFEAAAWYWHFVDVVWLFLYVSIYWWGS"

gene 9395..9463
/gene="trnG"

tRNA 9395..9463

/gene="trnG"


https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7773&to=7970
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7773&to=7970
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250471
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7931&to=8611
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=7931&to=8611
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250472
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=8611&to=9394
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=8611&to=9394
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250473
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9395&to=9463
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9395&to=9463

gene

CDS

gene

tRNA

gene

CDS

gene
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/product="tRNA-Gly"

9464..9810
/gene="ND3"
9464..9810
/gene="ND3"

/note="TAA stop codon is completed by the addition of 3' A
residues to the mRNA"

/codon_start=1

/transl_except:(pos:9809..9810,aa:TERM)

/transl table=2

/product="NADH dehydrogenase subunit 3"

/protein id="AYR05564.1"
/translation="MNLMITLLTNFTLATLLVTIAFWLPQLNVYSEKTSPYECGFDPM
GSARLPFSMKFFLVAITFLLFDLEIALLLPLPWASQTTNLNTMLTMALLLIFLLAVSL
AYEWTQKGLEWTE"

9811..9879

/gene="trnR"

9811..9879

/gene="trnR"

/product="tRNA-Arg"

9880..10176

/gene="ND4L"

9880..10176

/gene="ND4L"

/codon_start=1

/transl table=2

/product="NADH dehydrogenase subunit 4L"

/protein id="AYR05565.1"
/translation="MSLVYMNIMTAFAVSLTGLLMYRSHLMSSLLCLEGMMLSLFIMA
TLMILNSHFTLASMMPIILLVFAACEAALGLSLLVMVSNTYGTDYVQONLNLLQC"
10170..11547

/gene="ND4"

10170..11547

/gene="ND4"

/note="TAA stop codon is completed by the addition of 3' A
residues to the mRNA"

/codon_start=1

/transl except=(pos:11547,aa:TERM)

/transl table=2

/product="NADH dehydrogenase subunit 4"

/protein id="AYR05566.1"
/translation="MLKYIIPTMMLMPLTWLSKNNMIWINSTLHSLLISFTSLLLMNQ
FGDNSLNFSLTFFSDSLSTPLLILTMWLLPLMLMASQHHLLKESPTRKKLEFISMLVLL
QLFLIMTFTATELIFFYIMFEATLVPTLIIITRWGNQTERLNAGLYFLFYTLTGSLPL


https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9464&to=9810
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9464&to=9810
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250474
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9811&to=9879
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9811&to=9879
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9880&to=10176
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=9880&to=10176
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250475
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=10170&to=11547
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=10170&to=11547
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250476
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tRNA
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tRNA
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CDS

LVALIHIQNTVGSLNFLILQOYWAQPVPNSWSNVEFLWLACMMAFMVKMPLYGLHLWLPK
AHVEAPIAGSMVLAAILLKLGGYGMMRITLLLNPITDYMAYPFIMLSLWGMIMTSSIC
LROTDLKSLIAYSSVSHMALVIVAILIQTPWSYMGATALMIAHGLTSSMLFCLANSNY
ERIHSRTMILARGLOTLLPLMAAWWLLASLTNLALPPTINLIGELFVVMSTESWSNIT
ITLMGLNMVITALYSLYMLITTQRGKHTHHINNILPSFTRENALMSLHMLPLLLLSLN
PKIILGPLY"

11548..11616

/gene="trnH"

11548..11616

/gene="trnH"

/product="tRNA-His"

11617..11676

/gene="trnS2"

11617..11676

/gene="trnsS2"

/product="tRNA-Ser"

11678..11747

/gene="trnL2"

11678..11747

/gene="trnL2"

/product="tRNA-Leu"

11748..13568

/gene="ND5"

11748..13568

/gene="ND5"

/codon_start=1

/transl table=2

/product="NADH dehydrogenase subunit 5"

/protein id="AYR05567.1"
/translation="MNLFSSLALTTLTLLTAPIMMTNLNIYKSTNYPLYVKTVVSCAF
ITSMVPTMMFIYTGQEMVISNWHWLSIQTLKLSLSFKMDYFSVMEVPVALFVTWSIME
FSMWYMHSDPNINQFFKYLLLFLITMLILVTANNLFQLFIGWEGVGIMSEFLLIGWWYG
RTDANTAALQAILYNRIGDIGFILTMAWFLINLNTWDLOQIFMLKPENSNLPLMGLTL
AAAGKSAQFGLHPWLPSAMEGPTPVSALLHSSTMVVAGIFLLIRFHPLTENNKEFAQST
MLCLGAITTLFTAMCALTONDIKKIVAFSTSSQLGLMMVTIGINQPYLAFLHICTHAF
FKAMLFMCSGSIIHNLNNEQDIRKMGGLFKAMPFTTTALIIGSLALTGMPFLTGEFYSK
DLITESANTSYTNAWALLMTLIATSFTAVYSTRITIFFALLGQPRFPTLININENNPEL
INSIKRLLIGSLFAGFFISNNIPPMTIPQITMPHYLKMTALAVTILGFILALETANMT
HHLKFNYSSNMFKEFSNLLGYYPTIMHRLTPYMNLTMSQKSASSLLDLIWLETILPKTI
SQAQMKMATTTTNQKGLIKLYFLSFLVTILVSTILEFNFHE"

complement (13552..14079)

/gene="ND6"

complement (13552..14079)

/gene="ND6"


https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=11548&to=11616
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https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=11617&to=11676
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=11678&to=11747
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=11678&to=11747
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https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=11748&to=13568
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250477
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=13552&to=14079
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tRNA
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CDS
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ORIGIN

/codon_start=1

/transl table=2

/product="NADH dehydrogenase subunit 6"

/protein id="AYR05568.1"
/translation="MMMYIVFILSVIFVMGFVGFSSKPSPIYGGLGLIVSGGVGCGIV
LNFGGSFLGLMVFLIYLGGMMVVEGYTTAMATEQYPEVWVSSKVVLGAFVTGLLMEFL
MVYYVLKDKEVEIVFEFNGMGDWVIYDTGDSGFFSEEAMGIAALYSYGTWLVIVTGWS
LLIGVVVIMEITRGN"

complement (14080..14148)

/gene="trnE"

complement (14080..14148)

/gene="trnE"

/product="tRNA-Glu"

14153..15292

/gene="CYTB"

14153..15292

/gene="CYTB"

/codon_start=1

/transl table=2

/product="cytochrome b"

/protein id="AYR05569.1"
/translation="MTNIRKTHPLMKIVNNAFIDLPTPSNISSWWNFGSLLGICLILQ
ILTGLFLAMHYTSDTMTAFSSVTHICRDVNYGWIIRYMHANGASMFFICLFMHIGRGL
YYGSYTFLETWNIGVILLLATMATAFMGYVLPWGOMSFWGATVITNLLSAIPYIGTNL
VEWIWGGFSVDKATLTRFFAFHFILPFIITALAMVHLLFLHETGSNNPTGIPSDTDKI
PFHPYYTIKDILGAMLLILVLMLLVLEFTPDLLGDPDNYIPANPLNTPPHIKPEWYFLFE
AYAILRSIPNKLGGVLALVLSILILVLVPFLHTSKQRSMMFRPISQCMFWILVADLLT
LTWIGGQPVEHPYIIIGQLASIMYFLIILVMMPAASTIENNLLKW"
15296..15365

/gene="trnT"

15296..15365
/gene="trnT"
/product="tRNA-Thr"

complement (15365..15430)
/gene="trnP"

complement (15365..15430)
/gene="trnP"

/product="tRNA-Pro"

1 gttgatgtag cttaaactta aagcaaggca ctgaaaatgc ctagatgagt gtaccaactc

61
121
181
241

cataaacaca taggtttggt cccagccttc ctgttaactc tcaacagact tacacatgca
agcatccacg ccccggtgag taacgccctc caaatcaata agactaagag gagcaggtat
caagcacaca tcttgtagct tacaacgcct cgcttaacca cacccccacg ggagacagca

gtgacaaaaa ttaagccata aacgaaagtt tgactaagcc atgttgacca gggttggtaa
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https://www.ncbi.nlm.nih.gov/protein/1510250478
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=14080&to=14148
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=14080&to=14148
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=14153&to=15292
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=14153&to=15292
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG2
https://www.ncbi.nlm.nih.gov/protein/1510250479
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=15296&to=15365
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=15296&to=15365
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=15365&to=15430
https://www.ncbi.nlm.nih.gov/nuccore/MH229952.1?from=15365&to=15430
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atctcgtgcce
acgtgttaaa
ttacaacaaa
ccaaactggg
aaattattcg
tatacccttc
ttgctaatac
ctcaatcaca
ggctacattt
ggaggattta
acacaccgcc
cgactacatg
aaatcaagat
gaatatcttg
tctaaaacaa
tatagagaaa
agattaaccc
ttttagctaa
catctatgtg
ggtgatagct
aaataaattt
atacaacctt
caattaagaa
ctaactccta
tgagtaacaa
actgttaaca
ccaacacagg
accccgcectg
cccagtgact
ttgttctcta
ccaatcagtg
ccctatggag
acatccttta
agcgatttta
cttgatcaac
tcgacaatag
tcaaaggttc
tccaggtcgg
gccaacttca
caaaacctgc
ttaaaccttt
tctaacattc
agtcctaggce

tcaaccaatc

agccaccgcg
gcactacatc
aatagatgac
attagatacc
ccagagtact
tagaggagcc
agtctatata
acacataaag
tctaccttaa
gtagtaaact
cgtcaccctc
agaggagata
atagcttaac
aactatatct
aacatttacc
gtaccgtaag
ttgtaccttt
gtaacccgaa
gcaaaatagt
ggttgtccag
tactgtattt
cactagagag
agcgttaaag
gacctaatac
gaaatatttt
gtaaataaaa
agtgcaccca
tttaccaaaa
aaacgttaaa
aataaggact
aaattgacct
ctttaactaa
tggactagca
aagactagac
ggaacaagtt
ggtttacgac
gtttgttcaa
tttctatctg
acaaagcgcc
cctagaaaag
atactcagag
attattccca
tacatacagc

gctgatgcaa

gtcatacgat
aaatagagtt
gaaagtaacc
ccactatgct
accggcaaca
tgttctataa
ccgccatctt
acgttaggtc
gaaaattaat
aagaatagag
ctcaagtaaa
agtcgtaaca
caaagcacct
agcccaatcc
ccaattaaag
ggaatgatga
tgcataatga
accagacgag
gagaagaccc
aaaatgaatt
ttaaaagtta
taagacttta
ctcaacaata
tggaccactc
ctccctgcecac
acaacctaac
ggaaagatta
acatcacctc
cggccgeggt
tgtatgaacg
ccccgtgaag
ctagtccaaa
gttttggttg
ttacaagtca
accctaggga
ctcgatgttg
cgattaaagt
ttatgtattt
ttaaaccaat
ggcctagtta
attcaaatcc
ttcttctagce
tccgaaaagg

ttaaactttt

taacccaagc
aaattctaat
ctactgcagc
tagccctaaa
gcccgaaact
tcgataaacc
cagcaaaccc
aaggtgtaac
acgaaagcca
tgcttagttg
tacaatgcac
aggtaagcat
agtttacacc
cceccceeccecce
tataggagat
aagaaaaaga
attaacgagc
ctactcatgg
ataagtagag
ttagttcagc
gtctaaaaag
caacaccata
aaaataaaat
tattattaaa
aagtttaagt
gataaataat
aaagaagtaa
cagcatttcc
attctgaccg
gccacacgag
aggcgggaat
agaaataaat
gggtgacctc
aatcaaatta
taacagcgca
gatcaggaca
cctacgtgat
ctcccagtac
taatgaccct
aggtggcaga
tctccttaac
cgtagctttc
cccaaacgtc

cattaaagaa

taacaggaat
taaactgtaa
tgatacacta
cacaaataat
caaaggactt
ccgataaacc
taaaaaggaa
ccatggaatg
ttatgaaatt
aattaggcca
tcaagcctat
actggaaagt
tagaagattt
catctaaatt
agaaatttta
attaaagtac
aaaaaactta
gcagtttatc
gtgacatgcc
tttaaagata
gttcagcctt
gtaggcctaa
taatcccaac
tagaagcaat
cagtatctga
ttattaatta
aaggaactcg
agtattggag
tgcaaaggta
ggttttactg
gaattaacaa
ttaaccacca
ggagaacaag
tcgcttattg
atcctattca
tcctgatggt
ctgagttcag
gaaaggacaa
atctcaatta
gcccggtaat
aatatgttta
cttacactag
gtaggaccat

cccttacgac

acggcgtaaa
aaagccataa
tagctaagac
tacagaaaca
ggcggtgcett
tcaccaatcc
caaaagtaag
ggaagaaatg
aatgaccaaa
tgaagcacgc
taacacgcat
gtgcttggat
cacatattat
accaaaacag
aatatggcgce
aaaaaagcaa
acaaaacgaa
agaaccaact
taacgagcct
ccaaaaatat
ttagaaatgg
aagcagccat
aatagtacaa
aatgttaata
taatattctg
tactgttaac
gcaaacacaa
gcactgcctg
gcataatcat
tctcttactt
gacgagaaga
agggataaca
agatcctccg
atccaaaaaa
agagtccata
gcaaccgcta
accggagcaa
gagaaataag
attttacaaa
tgcgtaaaac
taattaatat
ttgaacgaaa
acggcttact

ctgccacatc
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ctcaatctca
aattccccta
agctatatca
atatgctctc
agcaattatc
tattacacag
catctcaaca
actagtatca
agaatatgca
tcacagcccc
tacaatcact
acacttatta
actacccatt
gttactttga
ttgaacctac
gtaaggtcag
ccgtactaat
caatcgtcat
tcgccattat
aatatttcct
taatattctc
taacaatagc
taacacaagg
ccatatctgt
caattttatc
tcatagccta
ccaccataat
tattcatagc
ctatcataac
caggatttgt
tacccaccct
attctaccac
cgaccacaaa
cactcacacc
tcaaagccct
tacatcaatt
gctccacccc
acttctcccg
ctttgaattt
acctctgttc
accgctgact
cctgagctgg
ccggaaccct

taataatttt

atatttattc
cccataccct
agcttagccg
attggagcct
ctactgtcaa
gaacaagtat
ctagcagaaa
ggcttcaacg
aatattatta
tatataccag
ttcctatgaa
tgaaaaaatt
ctcctatcaa
tagagtaaat
tcctaagaac
ctaattaagc
aaatccaatc
aattagctcc
ccccattata
aactcaatca
aggccaatga
cctcgctata
tatcccccta
actttaccaa
cattataatt
ctcatcaatt
actattaaac
taactcaacc
aaccctagtc
accaaaatga
tatagcaatc
actcacaata
acgaataact
aatcctctca
aagcaagtat
gaatgcaaat
cacgaaactt
ccgcgaagaa
gcaattcaat
ttagatttac
attttcaacc
catagtaggg
acttggagat
ctttatagta

tagcccccat
accccctcat
tatactcaat
tacgagcagt
tcttactaat
gactaatctt
caaaccgagc
tagaatatgc
taataaatat
aactctacac
tccgagcatc
tcctacccect
gcatcccccc
aatagaggtt
ccaaaactct
tatcgggccc
atttttatta
cactgactac
ataaaaaaac
acagcctcaa
actgtgacaa
aaactaggaa
tcctcgggcece
atcctcccat
ggaggctgag
gcccacatag
ctaattattt
acaaccaccc
ctcatcaccc
ataattattc
acagcactac
ttcceccteca
ctcctaccaa
attctagaat
aatttactta
caaccacttt
tagttaacag
aaaaaggcgg
atgttaattc
agtctattgc
aaccacaaag
accgccttga
gaccagatct

atacctatta

tttagctctg
taacataaat
tctctgatca
agcacaaaca
aaacggatcc
cccagcatga
accatttgac
cgcagggcca
cttcacaaca
aattaacttt
ctacccccga
aacactggcc
acaaacataa
taaatcctct
tcgtgctcce
ataccccgaa
ttattctaat
tcatctgaat
ataacccacg
tattactaat
aactatttca
tagctccatt
taatcctact
ccatcaacct
gaggactaaa
gttgaataac
atattaccat
tatcactatc
tcctatcaat
aagaaataac
taaacctata
caaacaatat
ccttaaccgt
aggaatttag
attcctgata
aattaagcta
ctaaataccc
gagaagcccc
actacaggac
tttgctcagce
acatcggcac
gcttactaat
acaatgtaat

tgattggagg

accctagcct
ttaggagtcc
ggctgagcct
atttcatatg
ttcgccctcet
cctctagcaa
ctgaccgaag
tttgccctat
actctcttcc
attatcaaat
ttccgttacg
ctatgtatat
gaaatatgtc
tatttctaga
aattacacca
aatgttggtt
aaccgttata
cggatttgaa
agccacagaa
aatagctatt
cccaacagcce
ccacttctga
cacatgacaa
agacttaatc
ccaaacccaa
agcaatttta
aacctccact
actcacatga
aggaggactc
aaaaaataac
tttctacata
aaaaatgaaa
actatctaca
gttaaataga
aggactgcaa
aatccttact
tagataactg
ggcagagttt
ttggtaaaaa
cattttaccc
cctctacctt
tcgcgecgaa
tgtaactgca
gtttggcaac

taaccatatg
tcttcatatt
ccaactcaaa
aagtaacact
ctacactaat
taatgtgatt
gagaatccga
ttttcatagc
taggagcatt
cactcctact
accaactaat
gacacgtgtc
tgacaaaaga
attataggaa
aattctaata
tatatccttc
cttggaacca
ataaacatac
gcatcaacca
attattaatt
tccatactca
gtcccagaag
aaactagcac
ttaaccctat
ctacgaaaaa
ccatacaacc
atatttttac
aataaaatac
cccccactat
agcattatct
cgactcacat
tgacaattct
atactcctac
ccaagagcct
gaccatatct
agactggtgg
gcttcaatct
gaagctgctt
gaggaatcaa
atgttcatca
ctgttcggtg
ctaggtcaac
cacgcattcg

tgactagtcc
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ctctaataat
tccttececece
caggttgaac
acctaactat
ttatcacaac
ttgtgtgatc
ctggcatcac
gaggaggaga
atattcttat
aaaaagaacc
gatttattgt
acttcacatc
tagcaacact
tcatcttcct
atattgttct
gagctgtgtt
ctcttaatga
ccttcttecce
cagacgcata
cagtaatact
ctgtagacct
catttgaaga
tattggtttc
aaatattaca
gcatacccca
cattttcacg
atttcactaa
gaaacggtct
cgaattctat
catcaatgat
ataattccaa
gttgtactac
tcatgagcag
acaaccctta
tcaaaccata
tgatctgcat
aagaccgaga
ttacaacaat
agtacgactt
gagaaacaaa
ccceccettgtt
aattaacaac
aataagtatt
atttattgga

tggagccccce
ctctttccta
cgtatatcct
tttttcccta
tatcattaac
tgtcttaatt
aatactacta
ccctatttta
tttacctgga
attcgggtac
atgagcccac
agctaccata
ccacggaggc
ttttacagta
ccacgacaca
cgctatcata
tacatgagcc
acaacatttc
tacaatatga
aataatcttc
aaccacaaca
acccacatac
aagccaacac
taatcttgtc
tacaactagg
atcacacact
tattaacaac
gaactatctt
acataataga
actgaagcta
catcagaatt
ccatagaaat
ttccctectet
tgtcgactcg
gtttcatacc
caatactata
gcataatact
tttatcaata
ctaccacaac
atgaacgaaa
acccttatta
cgcctcgtcet
cataacacca

tctacaaacc

gatatagcat
ttacttctag
cctctagcag
cacctagcag
atgaaaccac
actgccgtac
acagaccgaa
tatcaacacc
tttggaataa
ataggaatag
catatattta
attatcgcta
aatatcaaat
ggaggcctaa
tactatgtag
gggggatttg
aaaatccact
ctaggattat
aatactattt
attatctgag
aatctagagt
gttagcctaa
cataaccact
aagattaaat
ttttcaagac
aataattgtt
aaaactaacc
accagccatt
cgagatcaac
tgaatataca
aaaacctgga
gacaattcga
aggattaaaa
tccaggtcta
aatcgttctc
aagtcatcaa
ctccttgatg
tttctagctc
ccagaattaa
atctatttac
ttttatttcc
ctctccaaca
aaggacaaac

tattaggcct

ttcctcggat
catcctctat
gtaatctagc
gcatctcttc
ccgcaatatc
tactcctcecct
acctaaacac
tattctgatt
tctctcacat
tgtgagccat
cagtcggaat
tcccaactgg
ggtcccccge
ctggaattgt
tagctcattt
tacactgatt
tcgcaattat
ctggtatacc
catctatagg
aagcatttgce
gactgaacgg
aataagaaag
atgtctctct
tacaggtgaa
gcaacatcac
ttcctaatca
cacaccagca
attttaatta
aacccatccc
gactatgaag
gaactacgac
atattaatct
acagacgcaa
ttctacggcc
gagctagttc
gaagctatgt
atatgccaca
tctttattat
cagcaaaaat
ctcttttatt
tagcttacta
atgggcactt
atgaacatta

tctaccccac

aaataatata
agttgaagcc
ccatgcagga
aattctagga
acaatatcaa
ttcacttcct
aaccttcttt
ctttggacac
cgtaacctac
aatatcaatc
agacgtcgat
agtaaaagtc
catgatatga
tttagctaac
ccactacgtt
tccecctattt
atttgtaggt
acgacgatac
ctcattcatt
atccaaacga
atgcccccca
gaaggaatcg
caataaacga
aatcccgtac
ccattataga
gctcactggt
ccatagacgc
tgattgctct
tcacagtaaa
acttaagctt
tgctagaggt
cttccgaaga
ttccaggtcg
aatgctcaga
ccctaaaata
agcgttaacc
actagacaca
cttccaacta
actaaagcat
acccctataa
tttcecctcecat
caactcatat
atattaatgt

tcatttacac

agcttttgac
ggagcaggaa
gcctcagtag
gccattaatt
actcccctgt
gtattagcag
gacccagcag
cctgaagtat
tactcaggga
gggtttctag
acacgggctt
ttcagttgat
gccctaggcet
tcatcccttg
ctatcaatag
tcaggctaca
gttaacatga
tctgattacc
tcactaacag
gaggtcctaa
ccataccaca
aaccccctat
gatgttagta
atctcatatg
agaactacta
actttatatt
acaagaagta
cccatcttta
aactatggga
cgattcctat
agataaccga
cgttctacac
tttaaatcaa
aatctgcgga
ttttgaaaaa
ttttaagtta
tcgacatgac
aaaatctcaa
aacacccctt
tattaggcct
caaaccgact
caaaacaaat
ccctaatcct

caactacaca
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actatcaata
tcgcaacaaa
aatcccaatg
cgtacgactg
cacccttgca
tctactaaca
agtcagccta
gtaaatccaa
ctcatcatat
atgcttacaa
catactccag
gttttattct
gaattaggcg
ttacttaata
cttatggaag
ttatacttca
ggagtctacg
ggatctacct
catcacttcg
ttcctctatg
tgacttccaa
tctcctgact
actaaacgtt
ggctcgcctt
cctagaaatt
aatgcttacc
aactcaaaaa
ttcgactcat
attataacag
tcctcectee
atcctaaatt
gcctgcgaag
gattacgtac
ttatacccct
gcctactaat
acttctcatt
gactccttcc
ggaaaaaact
ccgctacaga
tcatcatcac
tttataccct
taggatccct
ccaatgtttt

gactccacct

aatctaggca
actaaagcat
ctagtaatta
acagccaaca
ctaacaagca
attctcgaat
tacctgcacg
gcccctgacce
gatttcactt
tataccaatg
ccgttcaaaa
ttactgggtt
gctgctgacc
cttccgtcect
gagaccgtaa
cattattaca
gttcaacttt
ttttgattgt
gtttcgaagc
tatccatcta
tcagttagtt
aattttacac
tactcagaaa
cccttctceca
gcactacttc
atagcccttce
ggactagagt
tagattatga
cattcgcagt
tatgcctaga
cacacttcac
cagcactagg
aaaaccttaa
aacctgacta
tagcttcaca
aaccttcttc
cctgatactt
cttcatctca
actaattttc
tcgatgagga
aacaggatct
aaacttccta
cttatgatta

ttgactacct

tggctattcc
cactcgctca
ttgaaaccat
tcacagcagg
tcagtcctac
tcgcagtagce
acaacacata
cctcacaggg
caactcaacc
atgacgagat
aggccttcge
tttctgagcect
tccaacaggc
cctagcctca
ccacatacta
agcatcagaa
cttcgtagcc
ctgctttttc
tgctgcctga
ttgatgaggc
tcggtacaat
tagctacatt
aaacaagccc
taaaattttt
ttccactacc
tcctaatttt
gaactgaata
ttaaactcat
atctctcaca
aggaataata
cttagccagc
cctgtcctta
cttattacaa
tcaaaaaata
agcctactcc
tccgactccce
atagctagtc
atactagtcc
ttttacatta
aaccaaacag
ctacccctac
atccttcaat
gcatgcataa

aaagcccacg

cttatgagca
tttcctacca
tagcctcttt
acacttacta
aacagcactc
tataatccaa
atgacacacc
gcactatccg
gccctactaa
gtgattcgag
tatggaataa
ttctatcact
attcacccac
ggagtttcca
caagccttat
tattatgaag
acaggattcc
cgtcaactaa
tactgacact
tcatgtcctt
ccgaaaaaga
actcgtaact
atatgaatgc
cctagtagcc
atgagcctca
tctattagct
tggtatttag
aattaccaaa
ggactattga
ttatctctat
ataataccta
ctagtaatgg
tgctaaaata
acataatctg
ttataaacca
tatctactcc
aacatcacct
tattgcaact
tatttgaagc
agcgtctaaa
tagtcgcact
actgagcaca
tagccttcat

tagaagcccc

ggggctgtaa
caaggaacgc
attcaaccaa
attcacttaa
attacattca
gcctacgtat
aaacccatgc
ctctcctact
ccctaggtcet
aaagtacctt
tcctttttat
cgagccttgce
ttaatcccct
tcacctgagc
tcattaccat
caccattcac
acggtcttca
aatttcactt
ttgtagacgt
ttagtattaa
acaataaacc
atcgcatttt
ggatttgacc
atcacatttc
caaacaacta
gtaagcctag
tttaaaataa
tgtccctcegt
tatatcgatc
ttatcatagc
ttatcttact
tatcaaacac
cattattcct
aattaactcc
attcggcgat
actactaatc
attaaaagaa
gttcctaatt
aacactagtc
cgccggcectce
aattcacatt
accagtaccc
agtaaaaata

aatcgcaggc

ttacaggttt
ccacaccact
tagccctcge
tcggagggge
ttattctaat
ttactctcct
ttatcacata
aacatccggce
aacaacaaac
ccaaggtcac
catttccgaa
ccccacaccce
agaagtccca
tcaccatagc
tatactaggc
aatttcagac
tgttatcatc
cacctctaat
agtatgactt
tcagtacaac
tcataattac
gactccccca
ccataggatc
tcctttttga
atctaaacac
cctacgaatg
aataagtgat
atacataaat
tcacctaata
caccctaatg
agttttcgca
atatggtacc
acaataatac
acacttcata
aacagcctca
ctaactatat
agtccaaccc
ataacattca
cctacactca
tacttcttgt
caaaacacag
aactcctgat
ccattatatg
tctatagtcc
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ttgcagcaat
atccaatcac
taaccagctc
tcagtcatat
gagccactgc
attctaacta
tcctteccact
caacaatcaa
tcacaattat
taattacaac
cacgagaaaa
caaaaattat
atctaacaat
ctctatgctt
cattggtctt
cttctcttgce
atatctacaa
tcactagcat
actgacactg
tttcagtaat
tgtgatacat
tcatcacaat
aaggagtcgg
acacagcagc
caatagcatg
agccagaaaa
cgcaatttgg
cattactcca
cactaacaga
cactatttac
ccacatccag
cattcctcca
ctattatcca
caataccatt
tcctcaccgg
acgcctgagce
gaattatctt
aaaacaaccc
gatttttcat
atctaaaaat
ctaacataac
tactaggata
gtcaaaaatc

ccatctcaca

cctactaaaa
cgactatata
aatttgtctc
agcgctecgtt
cctaataatt
tgagcgaatc
aatggctgcc
cctaattgga
tctaatagga
gcaacggggt
tgcactcata
cctaggcccc
agaagcctat
ccatgtctaa
aggagccaaa
actaaccacc
atccaccaac
agtccccaca
actatctatc
atttgtccca
acactcagac
actcatcctc
aatcatatca
cttacaggcg
atttctaatc
ctcaaaccta
cctacaccca
ctcaagtaca
aaataacaaa
agcaatatgt
tcaacttggc
catctgcacc
caacctaaac
caccacaaca
attctattcc
cctcttaata
cttcgcactc
gttcctaatt
ctccaacaat
aaccgcccta
tcaccacctg
ttatcccaca
agcatcctct

agcccagata

ctaggaggat
gcatatccat
cgtcaaacgg
atcgtcgcca
gcccatggcece
cacagccgta
tgatgactcc
gaactattcg
cttaacatag
aaacataccc
tcacttcata
ctatactgta
caccttctta
caacatggct
aaattggtgc
ctaaccctat
tacccacttt
ataatattca
caaaccctta
gtagcactat
cccaacatca
gtcaccgcaa
ttcttactga
attctatata
aaccttaaca
cctctgatag
tgactaccct
atagtagtag
tttgcccaat
gctcttaccc
cttataatag
catgccttct
aacgaacaag
gccctcatta
aaagacttaa
acattaatcg
ctaggacagc
aactcaatca
atccccccaa
gcagttacaa
aaattcaact
atcatacacc
ctcctagatc

aaaatagcta

atggcatgat
ttattatact
acctgaaatc
tccttatcca
ttacatcatc
caataatttt
tagcaagcct
tagtaatatc
tgatcaccgc
atcacatcaa
tattaccact
aatatagttt
tttaccgaaa
ttttcaaact
aactccaaat
taaccgcacc
atgtaaaaac
tttatacagg
aattatcgct
tcgttacatg
accaattctt
ataatctctt
tcggatggtg
accgcattgg
cttgagatct
gactaactct
ccgcaataga
caggcatttt
ctattatact
aaaatgacat
taacaattgg
tcaaagccat
acattcgaaa
ttggcagcct
tcattgaatc
ccacctcctt
cccgatttcce
aacgcttact
taacaatccc
tcctaggcectt
actcatcaaa
gcttaacccc
taatctgact

ccacaacaac

acgaatcaca
atcattatga
actcatcgca
gacaccctga
tatacttttc
agcccgcggce
aactaatctg
aactttttca
cctatactcc
caacatctta
actacttcta
aaaaaaacat
aagtatgcaa
tttaaaggat
aaaagtaata
catcataata
ggtcgtttca
acaagaaata
cagcttcaag
atccattata
caaatattta
ccaactattt
atatggacga
agacattggg
ccaacaaatc
agctgcagct
aggcccaaca
tctactaatc
atgcctagga
taaaaaaatc
aattaaccaa
gctattcata
aatgggaggc
tgcactaaca
cgccaacacg
tacagctgtc
aactctcatc
aatcggaagt
ccaaatcact
tattttagca
catattcaaa
ctacataaac
agaaactatt

aaaccaaaaa

ctactcctta
ggcataatta
tattcttccg
agctacatag
tgcctagcaa
ctccaaacac
gccctacccce
tgatctaaca
ctctacatac
ccttctttca
tccctaaacc
tagattgtga
gaactgctaa
ggtagttatc
aacctgtttt
accaacctca
tgtgccttta
gtcatttcaa
atagactatt
gaattctcaa
ctcctatttce
atcggctgag
acagacgcaa
tttatcctaa
tttatactaa
ggaaaatctg
cccgtttcag
cgctttcatc
gccattacta
gtcgccttct
ccctacctag
tgctccggcet
ctatttaaag
ggaatacctt
tcgtatacca
tacagtactc
aacattaatg
ctcttcgcag
ataccccact
ctagaaaccg
ttctccaacc
ttaacaataa
ctaccaaaaa

ggcctaatta



13501
13561
13621
13681
13741
13801
13861
13921
13981
14041
14101
14161
14221
14281
14341
14401
14461
14521
14581
14641
14701
14761
14821
14881
14941
15001
15061
15121
15181
15241
15301
15361
15421
15481
15541
15601
15661
15721
15781
15841
15901
15961
16021
16081

agctatactt
acgagtaatc
taatcaagta
agaatcccct
cacttcctta
aaacgcccct
agccgtcgta
acctaaaaaa
taaccctaac
aaagataacg
catgaccaat
catccgaaag
cccatcaaac
acaaatcctg
ttcctctgta
cgcaaacgga
ttatggatca
aatggccaca
aacagtcatc
aatctgaggg
tatcctccca
aggatcgaac
ctacaccatt
actattcaca
tacaccccct
aatccccaac
tgtacccttc
catattctga
cgaacatccc
agtaataata
tgtagtacaa
agactcaagg
ctattccctg
tccccagtat
gcctacagac
atacccacac
cgcctacaca
gtttactgta
tacattacat
tagtatgtat
ttaatgtaat
agcatgtata
cacatagagt

gttgaccctg

cctttcectte
tccataatta
ccataactgt
gtatcataaa
tcttttaaca
agaacaactt
taaccaaaaa
gacccaccaa
cccccataaa
cttaaaataa
gatatgaaaa
acccacccat
atctcatcat
acaggcctat
actcacattt
gcatcaatat
tatacctttc
gcattcatag
actaatcttc
ggattctcag
ttcatcatca
aaccccacag
aaagatatct
cccgacctac
cacattaaac
aaactaggag
ctccacacat
atcctggtag
tacattatta
ccagcagcta
tcaatacact
aagaagccat
aaccactatt
taaatttact
atgccaacaa
aaacgccaac
caaatacatt
tatctaccct
tttatgatct
atagtacatt
aaggacatag
atgcttctat
caaatccatt

ccgcgtgaaa

ctggttacaa
ccacaacacc
ataaagcagc
taacccaatc
cgtaataaac
tactagaaac
ctaccattat
aattcaacac
taggcgaagg
atacaatata
accatcgttg
taataaaaat
gatgaaactt
tcctagcaat
gtcgagatgt
tctttatctg
tagaaacatg
gctatgtttt
tttcagcaat
tagacaaagc
cagccctcge
gaattccatc
taggcgccat
tcggagaccc
ctgagtggta
gagtcctagc
ctaaacaacg
cagatctatt
ttggacaact
gcaccattga
ggtcttgtaa
agcctcacta
aaccacatct
aaaaatttca
cccacacgta
accacacaat
tactaacatc
acacatatgc
acttcatgtg
aaacgatttt
tatgtatatt
tgacagtaca
cttgccaaca

ccagcaaccc

tccttgtcag
aattaacaaa
aatccctatg
ccccatacca
cataagaaac
tcaaacctca
accccccaaa
aataccacat
ttttgaagaa
tattatcatt
ttattcaact
tgtaaacaac
tggatccctc
acactataca
aaattatggc
cctattcata
aaacattgga
accatgagga
cccatatatt
cactctcacc
catagtccac
agacacagat
gctactaatt
agacaactat
tttcctattt
cctagtcctc
aagcataata
aacactcaca
agcatctatt
aaacaacctt
accagaaaag
tcagcaccca
attaatatac
aatatacaac
taaaaacatc
attacgtgta
catataacgc
agtactaatc
tacgtacata
ccacatgcat
gtacattaaa
tagtacattt
tgcgtatccc
gcttggcagg

cacaattcta
gatcaaccag
gcctcctcac
ttaaactcaa
tccattaaca
ggatattgct
taaattaaaa
cccaccccac
aaccccacaa
attctcacat
acaagaacac
gcatttattg
ctaggaattt
tccgacacaa
tgaatcatcc
catatcggac
gtaatcctcc
caaatatcat
ggcacaaacc
cgattcttcg
ctgctcttcc
aaaatcccat
cttgttctaa
atcccagcaa
gcatacgcaa
tcaatcctaa
ttccgcccaa
tgaattggag
atatatttcc
ctaaaatgaa
gagaatagcc
aagctgaaat
ccccaaaaat
acaaacttcc
ccaatcctaa
tgcaagtaca
ggacatacag
cagcataaac
atattaatgt
attaagtacg
cgatcttcct
tactgcatat
gtccactaga

gatccctctt

tttaatttcc
taacaataac
tgaagaaccc
acacaatctc
aaccagtaac
cagtagccat
aaactattaa
cactcacaat
aacctattac
ggaatctaac
taatgaccaa
acctcccaac
gcctaatctt
taacagcatt
gatacataca
gaggtctata
tgctcgcgac
tttgaggggc
tagtcgaatg
ccttccactt
tccacgaaac
ttcaccctta
tattactagt
atccactcaa
tcctacgatc
tcttagtact
tcagccaatg
gacagccagt
tcatcattct
gacaagtctt
aatctcccta
tctatttaaa
attaagagcc
cactccacaa
cccaacttag
ttacaccgct
ccttcatata
gtaatgtatg
aacaaggaca
tacatcagta
catgcatata
tcgtacatgg
tcacgagctt
ctcgctccgg



//

16141
16201
16261
16321
16381
16441
16501
16561
16621

gcccattaac
agggccatct
aatgactaat
ttttcgggga
gtagctggac
aatggtcaca
cccctectte
aaatttttct
tgggtctttt

cgtgggggta

cacctaaaat
cagcccatgce
tgcttggact
ttaactgcat
ggacatattc
ttagatatat
acttccaata

acatggtaag

gctatttaat
cgcccactct
tcacacataa
cagctatggc
cttgagcatc
attatgttgc
accaccgttt

ctcaaatctt

tg

gaactttatc
tccctettaa
ctgtgctgtc
cgtctgaggce
cccataatgg
atttcatcat
taaacacgct

tactccagcc

agacatctgg
ataagacatc
atacatttgg
cccgacccgg
taggcatggg
gcatccgctc
ccctcctaga

aaggtaaata

ttctttectte
tcgatggact
tattttttaa
agcataaatt
cattgcagtt
cacctttccce
tattagtgca
tataagtgcc
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