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LOCUS       KT885049                1696 bp    cRNA    linear   VRL 13-OCT-2015 

DEFINITION  Hantaan orthohantavirus strain 76-118/POR segment S, complete 

            sequence. 

ACCESSION   KT885049 

VERSION     KT885049.1 

KEYWORDS    . 

SOURCE      Hantaan orthohantavirus 

  ORGANISM  Hantaan orthohantavirus 

            Viruses; Riboviria; Orthornavirae; Negarnaviricota; 

            Polyploviricotina; Ellioviricetes; Bunyavirales; Hantaviridae; 

            Mammantavirinae; Orthohantavirus. 

REFERENCE   1  (bases 1 to 1696) 

  AUTHORS   Miles,R.W. and Lewandowski,K. 

  TITLE     Next-generation sequencing of Rare and Imported Pathogens 

            Laboratory Hantavirus cell culture stocks 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1696) 

  AUTHORS   Miles,R.W. and Lewandowski,K. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (02-OCT-2015) Diagnostic Support, Public Health 

England, 

            Manor Farm Road, Porton Down, Salisbury, Wilts SP4 0JG, UK 

COMMENT     ##Assembly-Data-START## 

            Assembly Method       :: Map with BWA v. 0.7.5 

            Assembly Name         :: Han20_to_HTNV_76_118 

            Coverage              :: 2153.6 

            Sequencing Technology :: Illumina 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1696 

                     /organism="Hantaan orthohantavirus" 

                     /mol_type="viral cRNA" 

                     /strain="76-118/POR" 

                     /isolation_source="Rare and Imported Pathogens Laboratory 

                     Porton Down cell culture stocks" 

                     /host="Apodemus agrarius" 

                     /db_xref="taxon:1980471" 

                     /segment="S" 

                     /lab_host="Vero E6" 

                     /country="South Korea" 

https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1#goto937561306_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1980471
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1980471


                     /collection_date="2015" 

     gene            37..1326 

                     /gene="N" 

     CDS             37..1326 

                     /gene="N" 

                     /codon_start=1 

                     /product="nucleocapsid protein" 

                     /protein_id="ALI59823.1" 

                     /translation="MATMEELQREINAHEGQLVIARQKVRDAEKQYEKDPDELNKRAL 

                     TNREGVAVSIQAKIDELKMQLADRIATGKNLGKEQDPTGVEPGDHLKERSMLSYGNVL 

                     DLNHLDIDEPTGQTADWLSIIVYLTSFVVPILLKALYMLTTRGRQTTKDNKGTRIRFK 

                     DDSSFEDVNGIRKPKHLYVSLPNAQSSMKAEEITPGRYRTAVCGLYPAQIKARQMISP 

                     VMSVIGFLALAKDWSDRIEQWLIEPCKLLPDTAAVSLLGGPATNRDYLRQRQVALGNM 

                     ETKESKAIRQHAEAAGCSMIEDIESPSSIWVFAGAPDRCPPTCLFIAGIAELGAFFSI 

                     LQDMRNTIMASKTVGTSEEKLRKKSSFYQSYLRRTQSMGIQLDQRIIVLFMVAWGKEA 

                     VDNFHLGDDMDPELRTLAQSLIDVKVKEISNQEPLKL" 

ORIGIN       

        1 tagtagtaga ctccctaaag agctactaga acaacgatgg caactatgga ggaattacag 

       61 agggaaatca atgcccatga gggtcaatta gtgatagcca ggcagaaggt gagggatgca 

      121 gaaaaacagt atgaaaagga tccagatgag ttgaacaaga gagcattaac taaccgagag 

      181 ggcgttgcag tatctatcca ggcaaaaatt gatgagttaa aaatgcaact ggcagatagg 

      241 attgcaactg ggaaaaacct tgggaaggaa caagatccaa caggggtgga gcctggagac 

      301 catctgaaag agaggtcaat gctcagttat ggtaatgtgc tggatttaaa ccatttggat 

      361 attgatgaac ctacaggaca gacagcagac tggctgagca tcatcgtcta tcttacatcc 

      421 tttgtcgtcc cgatacttct gaaagctctg tatatgttga caacaagggg gaggcaaact 

      481 accaaggata ataaagggac ccggattcga tttaaggatg atagctcgtt cgaggatgtt 

      541 aacggtatcc ggaaaccaaa acatctttac gtgtccttgc caaatgcaca gtcaagcatg 

      601 aaggcagaag agattacacc tggtagatat agaacagcag tctgtgggct ctaccctgca 

      661 cagattaagg cacggcagat gatcagtcca gttatgagtg taattggttt tctagcatta 

      721 gcaaaggact ggagtgatcg tatcgaacaa tggttaattg aaccttgcaa gcttcttcca 

      781 gatacagcag cagttagcct ccttggtggt cctgcaacaa acagggacta cttacggcag 

      841 cggcaagtgg cattaggcaa tatggagaca aaggagtcaa aggctatacg ccagcatgca 

      901 gaagcagctg gctgtagcat gattgaagat attgagtcac catcatcaat atgggttttt 

      961 gctggagcac cagaccgttg tccaccaaca tgtttgttta tagcaggtat tgctgagctt 

     1021 ggggcatttt tttccatcct gcaggacatg cgaaatacaa tcatggcatc taagacagtt 

     1081 ggaacatctg aggagaagct acggaagaaa tcatcatttt atcagtccta cctcagaagg 

     1141 acacaatcaa tggggataca actagaccag agaattattg tgctcttcat ggttgcctgg 

     1201 ggaaaggagg ctgtggacaa cttccactta ggggatgata tggatcctga gctaaggaca 

     1261 ctggcacaga gcttgattga tgtcaaagtg aaggaaatct ccaaccaaga gcctttgaaa 

     1321 ctctaattaa tgaatgtatt aatcctttta tgtgattatc atatactact gaatcattat 

     1381 caatcatatt tgcactatta ttatcagggg aatcagtata tcagggcatg ggaacattta 

     1441 tgggtgggaa tcattactca ggggtgggtc agttaatccg ttgtgggtgg gtttagctcc 

     1501 aggctacctt aagtagcctt tttttgtata tatggatgta gatttcattt gatccttaac 

     1561 taatcttgtt ttctttccct ttctttctgc tttctctgct tactaacaac aacattctac 

https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1?from=37&to=1326
https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1?from=37&to=1326
https://www.ncbi.nlm.nih.gov/protein/937561307


     1621 ctcaacacaa aactacctca acttaactac ctcatttgat tgctccttga ttgtcttttt 

     1681 agggagcata ctacta 
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