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LOCUS KT885049 1696 bp cRNA linear VRL 13-0CT-2015

DEFINITION Hantaan orthohantavirus strain 76-118/POR segment S, complete
sequence.

ACCESSION KT885049

VERSION KT885049.1
KEYWORDS
SOURCE Hantaan orthohantavirus

ORGANISM Hantaan orthohantavirus

Viruses; Riboviria; Orthornavirae; Negarnaviricota;
Polyploviricotina; Ellioviricetes; Bunyavirales; Hantaviridae;
Mammantavirinae; Orthohantavirus.
REFERENCE 1 (bases 1 to 16906)
AUTHORS Miles,R.W. and Lewandowski, K.
TITLE Next-generation sequencing of Rare and Imported Pathogens
Laboratory Hantavirus cell culture stocks
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 1696)
AUTHORS Miles,R.W. and Lewandowski, K.
TITLE Direct Submission

JOURNAL Submitted (02-0CT-2015) Diagnostic Support, Public Health

England,
Manor Farm Road, Porton Down, Salisbury, Wilts SP4 0JG, UK
COMMENT ##Assembly-Data-START#H#
Assembly Method :: Map with BWA v. 0.7.5
Assembly Name :: Han20 to HTNV 76 118
Coverage :: 2153.6
Sequencing Technology :: Illumina
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1696

/organism="Hantaan orthohantavirus"

/mol type="viral cRNA"

/strain="76-118/POR"

/isolation source="Rare and Imported Pathogens Laboratory
Porton Down cell culture stocks"

/host="Apodemus agrarius"

/db xref="taxon:1980471"

/segment="8"

/lab_host="Vero E6"

/country="South Korea"


https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/KT885049.1#goto937561306_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1980471
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1980471
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/collection date="2015"
37..1326

/gene="N"
37..1326

/gene:nNn

/codon_start=1

/product="nucleocapsid protein"

/protein id="ALI59823.1"

/translation="MATMEELQREINAHEGQLVIARQKVRDAEKQYEKDPDELNKRAL

TNREGVAVSIQAKIDELKMQLADRIATGKNLGKEQDPTGVEPGDHLKERSMLSYGNVL
DLNHLDIDEPTGQTADWLSIIVYLTSFVVPILLKALYMLTTRGRQTTKDNKGTRIRFEFK
DDSSFEDVNGIRKPKHLYVSLPNAQSSMKAEEITPGRYRTAVCGLYPAQIKARQMISP
VMSVIGFLALAKDWSDRIEQWLIEPCKLLPDTAAVSLLGGPATNRDYLRQRQVALGNM
ETKESKAIRQHAEAAGCSMIEDIESPSSIWVFAGAPDRCPPTCLFIAGIAELGAFFSI
LODMRNTIMASKTVGTSEEKLRKKSSEFYQSYLRRTQSMGIQLDQRIIVLEFMVAWGKEA

VDNFHLGDDMDPELRTLAQSLIDVKVKEISNQEPLKL"
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1621 ctcaacacaa aactacctca acttaactac ctcatttgat tgctccttga ttgtcttttt
1681 agggagcata ctacta
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