
Chlamydia trachomatis serovar A DNA gyrase subunit A gene, partial cds 

GenBank: JN795361.1 

FASTA Graphics 

Go to: 

LOCUS       JN795361                2508 bp    DNA     linear   BCT 30-SEP-2016 

DEFINITION  Chlamydia trachomatis serovar A DNA gyrase subunit A gene, 

partial 

            cds. 

ACCESSION   JN795361 

VERSION     JN795361.1 

KEYWORDS    . 

SOURCE      Chlamydia trachomatis 

  ORGANISM  Chlamydia trachomatis 

            Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 

            Chlamydia/Chlamydophila group; Chlamydia. 

REFERENCE   1  (bases 1 to 2508) 

  AUTHORS   Srinivasan,T., Bruno,W.J., Wan,R., Yen,A., Duong,J. and Dean,D. 

  TITLE     In Vitro Recombinants of Antibiotic-Resistant Chlamydia 

trachomatis 

            Strains Have Statistically More Breakpoints than Clinical 

            Recombinants for the Same Sequenced Loci and Exhibit Selection at 

            Unexpected Loci 

  JOURNAL   J. Bacteriol. 194 (3), 617-626 (2012) 

   PUBMED   22123249 

REFERENCE   2  (bases 1 to 2508) 

  AUTHORS   Srinivasan,T., Bruno,W.J., Wan,R., Yen,A., Duong,J. and Dean,D. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (29-SEP-2011) Center for Immunology and Vaccine 

            Development, Childrens' Hospital Oakland Research Institute, 5700 

            Martin Luther King Jr. Way, Oakland, CA 94609, USA 

FEATURES             Location/Qualifiers 

     source          1..2508 

                     /organism="Chlamydia trachomatis" 

                     /mol_type="genomic DNA" 

                     /serovar="A" 

                     /db_xref="taxon:813" 

     CDS             1..>2508 

                     /note="gyrA" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA gyrase subunit A" 

                     /protein_id="AFA51594.1" 

                     /translation="MLNKEEIIVPKNLEEEMKESYLRYSMSVIISRALPDARDGLKPS 

                     QRRILYAMKQLNLTPGVKHRKCAKICGDTSGDYHPHGESVIYPTLVRMAQDWAMRYPL 

https://www.ncbi.nlm.nih.gov/nuccore/JN795361.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/JN795361.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/JN795361.1#goto375313752_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=813
https://www.ncbi.nlm.nih.gov/pubmed/22123249
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=813
https://www.ncbi.nlm.nih.gov/nuccore/JN795361.1?from=1&to=2508
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/375313753


                     VDGQGNFGSIDGDPAAAMRYTEARLTHSAIFLLEDLDKDTVDMVPNYDETKYEPVVFP 

                     SKFPNLLCNGSSGIAVGMATNIPPHNLGELIEATLLVLANSQTSIEDILEVMPGPDFP 
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ORIGIN       

        1 atgctaaata aagaagaaat catcgtccct aaaaatcttg aagaggaaat gaaggagagc 

       61 taccttcgtt attccatgtc ggtaattatt tcccgcgctt tgcctgatgc tagggacgga 

      121 ttaaaacctt ctcagcgacg tattttatac gctatgaaac aattaaatct gactccagga 

      181 gtaaagcaca gaaaatgcgc aaaaatttgc ggtgatactt ccggagatta tcaccctcat 

      241 ggagaaagtg tcatttatcc tactttagta aggatggcac aggattgggc catgcgatac 

      301 cctcttgttg atggtcaagg gaattttgga tccatcgacg gggatccagc tgctgccatg 

      361 cgatatacag aggctcgcct gactcacagc gctatctttt tgttagagga cctagataaa 

      421 gatactgtag atatggtccc taactacgat gaaactaaat atgaacctgt agtttttcct 

      481 tcaaaattcc ccaatttact ttgtaatggc tcctcaggca tcgcggtagg gatggcaaca 

      541 aatattccac cgcataattt aggggaatta attgaggcta cgctattagt tttggctaac 

      601 agtcaaacct ctattgaaga tattttggag gtaatgcctg gcccagattt ccctacagga 

      661 gggattattt gtggtacaga agggattcgt tctacctatt atacaggaag aggaaagtta 

      721 cgtttgcgcg ctcgtatgca cgtagaggag aactcggaca agcaacgaga aaatattatt 

      781 ctcacagaga tgccttacaa cgtaaataaa tcacgattaa ttgagcagat agcggagtta 

      841 atcaacgaaa agaccttaac aggaatatcg gatgtccgcg atgagtctga caaagacggg 

      901 attcgtgtcg tgctggagct gaaaaaagga gaatcctctg aagttgttat caatcgtctg 

      961 tataaattca cagatgtgca ggtgacgttt ggagctaata tgttggctct agataaaaat 

     1021 cttccgcgca ctatgaatat tcatagaatg atttctgctt ggattcgtca tcgtatggac 

     1081 gttatccaaa gaagaactcg ttatgagtta aataaagcgg aagctcgtgc gcatatacta 

     1141 gaaggcttct taaaagcact ttcttgtatg gacgaagtag taaaaaccat tcgagaaagt 

     1201 tcaaataaag aacacgcaaa acaacagctg gttgaactat ttagtttttc agaagcacaa 

     1261 gcattagcta ttcttgaatt gcgattgtac caactcaccg gtttagaagc agataaagta 

     1321 caaaaagagt atagcgagct gttagaaaag attacttatt atcgtaaggt tctagctgaa 

     1381 gaagagttag ttaaagatat cattcgtgaa gaactgcaag aattacataa agttcataag 

     1441 acgcctcgtc gtactagaat tgaaatggac gcaggagatg ttcgggacat agaagatatt 

     1501 atttcagatg agtctgtaat catcacaatt tctggggatg attatgtgaa gcgtatgcca 

     1561 gttaaagttt tccgcgaaca aaaacgtggc gggcaaggag tcactggatt cgatatgaag 

     1621 aaaggttccg actttttgaa agctgtttac tccgcatcca cgaaagatta cttactgatc 

     1681 ttcaccaact tcggtcagtg ttactggttg aaagtatggc ggcttcctga aggagaacgt 

     1741 aaagcaaaag ggaaacctat tattaatttc ctggaaggaa tccgtcccgg agaacaagtt 



     1801 gctgcggtgc ttaatgtaaa acggttcgag caaggagaat acctcttttt agctaccaag 

     1861 aagggtgttg tcaagaaagt ctccttagat gcctttggca gccctcgtaa aaaaggaata 

     1921 cgagctctcg agatcgatga tggggatgag cttatagctg ctcgtcatat agcgaacgat 

     1981 gaagagaaag ttatgttatt tacacgtctt ggaatggcag ttcgcttccc tcatgataag 

     2041 gttcgtccaa tgggacgagc tgctagagga gttcgaggtg tttctctaaa aaatgaacaa 

     2101 gattttgtag tcagctgtca agttgtaact gaagatcaaa gcgttctagt tgtgtgtgat 

     2161 aatggatttg ggaaacgttc gctagtttgt gatttccgag aaacaaatcg cggaagtgtt 

     2221 ggtgttcgtt caatcgtgat taaccaaaga aatggagatg tattaggagc tatttcggta 

     2281 acggattgtg atagtatcct acttatgtct gctcaaggac aagcaatccg aattaacatg 

     2341 caagatgtgc gggtaatggg acgagccaca caaggtgttc gtcttgtcaa tcttcgagaa 

     2401 ggagatacgc ttgttgctat ggaaaaacta tccataaata cagaatcagt ggaaacggaa 

     2461 gaaaatcttg cagcaagtgt tcaatctggg caggatacaa tagaggaa 
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