Alternaria triticina 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S
ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal

RNA gene, partial sequence
GenBank: AY154695.1
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LOCUS AY154695 1517 bp DNA linear PLN 01-JUL-2003
DEFINITION Alternaria triticina 18S ribosomal RNA gene, partial sequence;
internal transcribed spacer 1, 5.8S ribosomal RNA gene and
internal
transcribed spacer 2, complete sequence; and 28S ribosomal RNA
gene, partial sequence.

ACCESSION AY154695

VERSION AY154695.1
KEYWORDS
SOURCE Alternaria triticina

ORGANISM Alternaria triticina

Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;
Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporineae;
Pleosporaceae; Alternaria; Alternaria sect. Infectoriae.
REFERENCE 1 (bases 1 to 1517)
AUTHORS Ghosta, Y.
TITLE Direct Submission
JOURNAL Submitted (24-SEP-2002) Plant Protection, Oromyieh University,
Oromyieh, West Azarbayejan, Iran
FEATURES Location/Qualifiers
source 1..1517
/organism="Alternaria triticina"
/mol type="genomic DNA"
/strain="TIA245"
/host="Triticum aestivum (leaves)"
/db_xref="taxon:216836"
/country="Iran"
TRNA <1..378
/product="18S ribosomal RNA"
misc RNA 379..570
/product="internal transcribed spacer 1"
TRNA 571..729
/product="5.8S ribosomal RNA"
misc RNA 730..886
/product="internal transcribed spacer 2"
TRNA 887..>1517
/product="28S ribosomal RNA"
ORIGIN


https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AY154695#goto32394873_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=216836
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=216836
https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?from=1&to=378
https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?from=379&to=570
https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?from=571&to=729
https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?from=730&to=886
https://www.ncbi.nlm.nih.gov/nuccore/AY154695.1?from=887&to=1517

//

1 acaggtcnnn

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261
1321
1381
1441
1501

cgagttcttc
ataaagcatt
atgcgttgat
gctcagtgag
gttctccaaa
cctgcggagg
ttcaccgcecgt
ttcttgtttce
caatcagcgt
ggcatcgatg
tcatcgaatc
gcgtcatttg
gagactcgcc
cgctctttge
caggtaggga
gggattgccc
ttagagtccg
tggaacagga
aagcccctte
tctaaagcta
aagcactttg
ccagacttgc
ccagcatcag
cttatagggg
tggcgtaatg

nnngccctta
accttgaccg
gcaattattg
tacgtccctg
gcgtttggac
ctcggtcatt
gatcattaca
gcgcggetgg
ctgggtgggce
cagtaacaac
aagaacgcag
tttgaacgca
taccctcaag
ttaaagtcat
cagccaaggt
tacccgctga
tagtaacggc
agttgtaatt
cgtcacagag
gacgagtcga
aatattggcc
gaaagagagt
ttgcagttgc
tttgggcggt
agacgacata

gctgtaa

gatgttctgg
aaaggtctgg
cttttcaacg
acctttgtac
tggctcgggg
tagaggaagt
caataacaag
gccggcecectg
tcgcccgceca
gtaattaatt
cgaaatgcga
cattgcgccc
ctttgcttgg
tggcagccgg
cagcgtccag
acttaagcat
gagtgaagcg
tgcagagggc
ggtgagaatc
gttgtttggg
agagaccgat
caaacagcac
tcatccgggce
aagataaagg

ttaccagcct

gccgcacgcg
gtaatcttgt
aggaatgcct
acaccgcccg
aggttggcaa
aaaagtcgta
gcgggctgga
ctgaattatt
tcaggaccaa
acaactttca
tacgtagtgt
tttggtattc
tgttgggcgt
cctactggtt
caagcctttt
atcaataagc
gcaacagctc
gctttggctt
ccgtacgtgg
aatgcagctc
agcgcacaag
gtgaaattgt
ttttgccecgg
tctctgtcac

ggactgaggt

cgctacactg
taaactctgt
agtaagcgcg
tcgctactac
cgaccacccce
acaaggtctc
cacccccagce
cacccgtgtce
ccacaaacct
acaacggatc
gaattgcaga
caaagggcat
cttttgtctc
tcggagcgca
ttcaaccttt
ggaggtaaaa
aaatttgaaa
tggcagcggt
tcgctggcta
taaatgggag
tagagtgatc
tgaaagggaa
tgcactcttc
gtacctctct

ccgcgcatct

acagagccaa
cgtgctgggg
tgtcatcagce
cgattgaatg
aagccggaaa
cgtaggtgaa
cgggcactgce
ttttgcgtac
tttgcaatag
tcttggttct
attcagtgaa
gcctgttcga
cagttcgctg
gcacaagtcg
gacctcggat
gaaaccaaca
tctggctctt
ccaagttcct
ttgccgtgta
gtacatttct
gaaagatgaa
gcgcttgcag
tgcaggcagg
tcggggagge
gctaggatgc



	Alternaria triticina 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence

