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        1 acaggtcnnn nnngccctta gatgttctgg gccgcacgcg cgctacactg acagagccaa 

       61 cgagttcttc accttgaccg aaaggtctgg gtaatcttgt taaactctgt cgtgctgggg 

      121 ataaagcatt gcaattattg cttttcaacg aggaatgcct agtaagcgcg tgtcatcagc 

      181 atgcgttgat tacgtccctg acctttgtac acaccgcccg tcgctactac cgattgaatg 

      241 gctcagtgag gcgtttggac tggctcgggg aggttggcaa cgaccacccc aagccggaaa 

      301 gttctccaaa ctcggtcatt tagaggaagt aaaagtcgta acaaggtctc cgtaggtgaa 

      361 cctgcggagg gatcattaca caataacaag gcgggctgga cacccccagc cgggcactgc 

      421 ttcaccgcgt gcgcggctgg gccggccctg ctgaattatt cacccgtgtc ttttgcgtac 

      481 ttcttgtttc ctgggtgggc tcgcccgcca tcaggaccaa ccacaaacct tttgcaatag 

      541 caatcagcgt cagtaacaac gtaattaatt acaactttca acaacggatc tcttggttct 

      601 ggcatcgatg aagaacgcag cgaaatgcga tacgtagtgt gaattgcaga attcagtgaa 

      661 tcatcgaatc tttgaacgca cattgcgccc tttggtattc caaagggcat gcctgttcga 

      721 gcgtcatttg taccctcaag ctttgcttgg tgttgggcgt cttttgtctc cagttcgctg 

      781 gagactcgcc ttaaagtcat tggcagccgg cctactggtt tcggagcgca gcacaagtcg 

      841 cgctctttgc cagccaaggt cagcgtccag caagcctttt ttcaaccttt gacctcggat 

      901 caggtaggga tacccgctga acttaagcat atcaataagc ggaggtaaaa gaaaccaaca 

      961 gggattgccc tagtaacggc gagtgaagcg gcaacagctc aaatttgaaa tctggctctt 

     1021 ttagagtccg agttgtaatt tgcagagggc gctttggctt tggcagcggt ccaagttcct 

     1081 tggaacagga cgtcacagag ggtgagaatc ccgtacgtgg tcgctggcta ttgccgtgta 

     1141 aagccccttc gacgagtcga gttgtttggg aatgcagctc taaatgggag gtacatttct 

     1201 tctaaagcta aatattggcc agagaccgat agcgcacaag tagagtgatc gaaagatgaa 

     1261 aagcactttg gaaagagagt caaacagcac gtgaaattgt tgaaagggaa gcgcttgcag 

     1321 ccagacttgc ttgcagttgc tcatccgggc ttttgcccgg tgcactcttc tgcaggcagg 

     1381 ccagcatcag tttgggcggt aagataaagg tctctgtcac gtacctctct tcggggaggc 

     1441 cttatagggg agacgacata ttaccagcct ggactgaggt ccgcgcatct gctaggatgc 

     1501 tggcgtaatg gctgtaa 
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