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/organism="African horse sickness virus 7"
/mol_type="genomic RNA"
/strain="7/E.caballus-tc/NAM/2012/Windhoek-E120014_3"
/serotype="7"

/isolate="E120014_3"

/host="Equus caballus"

/db_xref="taxon:86061"

/segment="7"
/country="Namibia: Windhoek"
/collection_date="16-Jan-2012"
/note="passage history: 8x BHK"
18..1067

/gene="VP7"

18..1067

/gene="VP7"

/codon_start=1

/product="VP7"
/protein_id="AKP19910.1"

/translation="MDAIAARALSVVRACVTVTDARVSLDPGVMETLGIAINRYNGLT

NHSVSMRPQTQAERNEMFFMCTDMVLAALNVQIGNISPDYDQALATVGALATTEIPYN

VQAMNDIVRITGOMQTFGPSKVQTGPYAGAAEVQQSGRYYVPQGRTRGGYINSNIAEV

CMDAGAAGQVNALLAPRRGDAVMIYFVWRPLRIFCDPQGASLESAPGTFVNVDGVNVA

AGDVVAWNTVAPVNVGNPGARRSILQFEVLWYTSLDRSLDTVPELAPTLTRCYAYVSP

TWHALRAVIFQQMNMQPINPPIFPPTERNEIVAYLLVASLADVYAALRPDFRMNGVVA

PVGQINRALVLAAYH"

1 gttaaaattc ggttaggatg gacgcgatag cagcaagagc cttgtcegtt gtacgggcat

61 gcgtcacagt gacagatgcg agagttagtc tggatccagg agtaatggag acgttaggga
121 tcgcaattaa taggtataat gggttaacaa atcattcagt atcgatgagg ccgcaaacce
181 aagcagaacg aaatgaaatg ttttttatgt gtactgatat ggttttagcg gcattgaacg
241 tccaaattgg gaatatttca ccagattatg atcaggcegtt ggcaactgtg ggagctctcg
301 caacgactga aattccatat aatgttcagg ccatgaatga tatcgttaga ataacgggcc
361 aaatgcagac attcggacca agtaaagtac agacgggacc ttatgcaggg gcggctgagg
421 tacaacaatc tggcagatat tatgtaccgc aaggtcggac acgtggtggg tacatcaatt
481 ctaatattgc tgaagtgtgc atggatgcag gtgccgeggg acaggtcaat gegetgctag
541 ccccaaggag gggggacgca gtcatgatct atttcgtttg gagaccgcetg cgtatatttt
601 gtgatcctca aggtgcatca ctcgagagceg ctccaggaac ttttgttaac gttgatggag
661 taaatgttgc ggctggagat gtcgtcgeat ggaacaccgt cgcaccagtg aatgtcggaa



721 atcctggggc acgcagatca attttacagt ttgaagtgtt atggtatacg tccttagata
781 gatcgctaga cacggttccg gaattggctc caacgctcac aagatgttat gegtatgtat
841 ctcccacttg gcacgcatta cgcgctgtea tttttcagca gatgaatatg cagcctatca
901 atccgccaat ttttccaccg actgaaagga atgaaattgt tgegtatctt ttagtagett
961 ctttagctga tgtgtatgcg gctttgagac cagatttcag aatgaatggc gttgttgegce
1021 cagtaggcca gatcaacaga gcetcttgtge tagcagcecta ccactagtgg ctgeggtgtt
1081 gcacggtcac cgctttcatt agtgtcgegt cggttcttat getgataaag tacgcataag
1141 taatacgtca ataccgaata cacttac
//



